
Sequence Target ScientificName Rank TaxID CommonName Group 536106 536105 538417
WV Aldrichetta forsteri species 443748 Fish 540 6231 20
XG Gobiomorphus huttoni species 587584 Redfin bully Fish 821 2037 1147
CI Potamopyrgus antipodarum species 145637 Mud Snail Molluscs 0 0 3954
RV Anas platyrhynchos species 8839 Mallard duck; rakiraki Birds 36 37 3530
WV Forsterygion lapillum species 206115 Common triplefin Fish 1277 2047 6
TP Carpodetus serratus species 54173 Putaputaweta; putaputawētā Plants 260 1184 1165
WV Galaxias maculatus species 61620 Inanga; īnanga Fish 41 1929 340
RV Aldrichetta forsteri species 443748 Fish 177 1964 0
XG Gobiomorphus cotidianus species 226931 Common bully; tīpokopoko; toitoi Fish 0 1478 440
RV Gobiomorphus huttoni species 587584 Redfin bully Fish 70 241 1202
LG Galaxias maculatus species 61620 Inanga; īnanga Fish 31 806 664
WV Retropinna retropinna species 170203 Fish 0 1367 69
LG Aldrichetta forsteri species 443748 Fish 149 1252 11
RV Forsterygion nigripenne species 2769046 Estuarine triplefin Fish 587 631 0
LG Retropinna retropinna species 170203 Fish 0 1050 145
RV Galaxias maculatus species 61620 Inanga; īnanga Fish 0 395 788
XG Gobiomorphus cotidianus species 226931 Common bully; tīpokopoko; toitoi Fish 0 973 94
GV Allium triquetrum species 74902 Plants 944 0 0
RV Anguilla dieffenbachii species 61127 Fish 72 117 704
WV Potamothrix bavaricus species 745771 Aquatic oligochaete worm Worms 0 62 773
TP Pennantia corymbosa species 159371 Kaikomako; kaikomako Plants 25 99 684
TP Corynocarpus laevigatus species 4312 Karaka Plants 21 352 421
WV Anguilla australis species 7940 Fish 114 523 65
RV Anguilla australis species 7940 Fish 107 327 224
GV Lotus pedunculatus species 347994 Big trefoil Plants 0 649 0
BX Urgorri complanatus species 1176437 0 609 0
TP Geniostoma rupestre species 62096 Hangehange; Privet leaf; pāpā Plants 175 240 174
CI Paracalanus sp. B AC-2013 species 1436823 Copepod 563 0 0
LG Galaxias maculatus species 61620 Inanga; īnanga Fish 0 297 227
CI Sulcanus conflictus species 883834 Copepod 0 469 0
CI Triplectides obsoletus species 697963 NZ caddisfly Insects 0 29 414
BX Euterpina acutifrons species 163466 Copepod 418 0 0
RV Retropinna retropinna species 170203 Fish 0 291 51
RV Porphyrio melanotus species 72013 Pukeko; pūkeko Birds 0 177 162
WV Anguilla dieffenbachii species 61127 Fish 51 160 111
WV Rathkea octopunctata species 367925 Jellyfish Cnidarians 308 0 0
BX Paracalanus parvus species 187406 293 0 0
TP Ripogonum scandens species 1355408 Supplejack; kareao; pirita Plants 10 89 178
WV Rhombosolea leporina species 1203427 Fish 59 209 0
CI Potamopyrgus estuarinus species 268618 Mud Snail Molluscs 0 251 0
BE Strombidium biarmatum species 273904 Ciliate Ciliates 164 65 0
BU Mesodinium rubrum species 704171 Planktonic ciliate Ciliates 7 0 216
WV Staurodiscus gotoi species 662018 Laodiceid jellyfish Cnidarians 212 0 0
TP Nasturtium officinale species 65948 Watercress; wātakirihi; kōwhitiwhiti Plants 27 83 91
GV Holcus lanatus species 29679 Yorkshire fog Plants 129 65 0
GV Lotus pedunculatus species 347994 Big trefoil Plants 0 174 0
GV Alectryon excelsus species 151049 Titoki Plants 0 0 168
WV Potamopyrgus estuarinus species 268618 Mud Snail Molluscs 48 112 7
GV Calystegia sepium species 47519 Hedge bindweed Plants 16 140 0
WV Aldrichetta forsteri species 443748 Fish 0 139 0
LG Galaxias fasciatus species 89555 Banded kokopu; kokōpu Fish 39 100 0
LG Galaxias maculatus species 61620 Inanga; īnanga Fish 0 82 56
TP Rhopalostylis sapida species 154490 Nikau palm; nīkau Plants 0 36 90
WV Girella tricuspidata species 214659 Parore; ngāoheohe; kopīpiro; parore Fish 71 53 0
WV Galaxias maculatus species 61620 Inanga; īnanga Fish 19 58 46
WV Rhombosolea plebeia species 1203428 New Zealand sand flounder; pātiki Fish 19 98 0
CI Phytophthora cf. sp. sylvatica 1 species 2692156 Water mold Oomycetes 0 7 97
CI Staurodiscus gotoi species 662018 Laodiceid jellyfish Cnidarians 104 0 0
CI Potamopyrgus estuarinus species 268618 Mud Snail Molluscs 0 103 0
RV Galaxias maculatus species 61620 Inanga; īnanga Fish 0 0 102
CI Chaetoceros sp. 19 LG-2014 species 1514162 Diatom Diatoms 101 0 0
LG Trichosurus vulpecula species 9337 Mammals 0 0 94
RV Canis lupus familiaris subspecies 9615 Dog; pero Mammals 93 0 0
CI Orthonychiurus folsomi species 2581074 Springtail Springtails 19 59 6
BE Mesodinium rubrum species 704171 Planktonic ciliate Ciliates 0 0 78
WV Galaxias maculatus species 61620 Inanga; īnanga Fish 0 75 0
WV Galaxias fasciatus species 89555 Banded kokopu; kokōpu Fish 32 40 0
WV Octolasion cyaneum species 302033 Worm Worms 72 0 0

TTTAGACTTTA Yelloweye mullet; kātaha; aua; kātaka 
CCTTTTCGTGT
ATTATCAGGTA
CTGGCCCTAAA
TTTAGACACCA
ATCCCGTTTTC
TTTAGACGCTA
CCAGCCCTAAA Yelloweye mullet; kātaha; aua; kātaka 
CCTTTTCGTGT
CTAGCCCTAAA
GAATAATTAGC
TTTAGACACTA Common smelt; ngaore; paraki; pōroh
TTAATCCTAATA Yelloweye mullet; kātaha; aua; kātaka 
CCAGCTATAAA
AAAAGATCAA Common smelt; ngaore; paraki; pōroh
ATGGCCGTAAA
CCTTTTCGTGT
ATTGTCAAGTC
TCAACCTTAAA Longfin eel; tuna; kūwharuwharu; reh
TTTACCAAAAA
ATCCTGTTTTC
ATCCTGTTTTC
TTTAGACAAAA Shortfin eel; tuna; hao; aopori; hikumu
TCAACCTTAAA Shortfin eel; tuna; hao; aopori; hikumu
ATTGTCGTATC
CAAAGATTAAG Cryptomona
ATCCTATTTTCC
TTTATCAAGTA Crustaceans
GAATAATTAGC
TTTGTCAAGGA Crustaceans
CCTTTCTAGCA
CAAAGATTAAG Crustaceans
TTAGCCGTAAA Common smelt; ngaore; paraki; pōroh
TTGGCCCTAAA
TTTAGACAAAA Longfin eel; tuna; kūwharuwharu; reh
TTGACTATAAT
CAAAGATTAAG Crustaceans
ATCTTTATTTTG
TTTAGGTACAA Yellowbelly flounder; pātiki; pātiki tōta
ATTATCTGGCA
CGCCCGTCGCT
GTCGCTCCTAC
TTAACTATAATC
ATCCTTGTTTA
ATTGTCGTGAC
ATTGTCGTATC
ATTGTCGAAAC
TTAAAAAAATT
ATTGTCGAAAC
TTTAGACTTTA Yelloweye mullet; kātaha; aua; kātaka 
GTATTAATAAC
GATTTGTCAGC
ATCTTTATTTTG
TTTAGACACCT
TTTAGACGCTA
TTTAGGTACAA
ATTATCAAGTG
ACTGGCTGGG
ATTATCTGGTA
GTGGCCGTAA
ATTATCAAGTG
CACTAACAACC Common brushtail possum; paihamu; 
TTAGCCCTAAA
TCTTGCAGCTA
CGCCCGTCGCT
TTTAGACGCTA
TTTAGACACTA
TTCATTTTAATA



WV Gobiopterus semivestitus species 166750 Glassgoby Fish 0 68 0
WV Limnodrilus hoffmeisteri species 76587 Redworm Worms 0 8 58
CI Teleaulax amphioxeia species 77931 Cryptomonad 62 0 0
CI Anguilla australis species 7940 Fish 0 55 0
RV Bos taurus species 9913 Cattle; kau Mammals 54 0 0
TP Neoblechnum brasiliense species 32072 Plants 38 14 0
WV Octolasion lacteum species 334871 Worm Worms 6 16 23
RV Hemiphaga novaeseelandiae species 262124 Kereru; kererū Birds 0 0 45
RV Canis lupus familiaris subspecies 9615 Dog; pero Mammals 42 0 0
GV Lotus pedunculatus species 347994 Big trefoil Plants 0 41 0
RV Todiramphus sanctus vagans subspecies 497867 Sacred kingfisher; kōtare Birds 0 0 38
CI Chaetogaster sp. 10 JM-2023 species 3021530 Worm Worms 5 0 32
TP Oxyrrhynchium hians species 184659 Swartz feather moss Mosses 0 23 12
WV Trichosurus vulpecula species 9337 Mammals 0 6 28
RV Girella tricuspidata species 214659 Parore; ngāoheohe; kopīpiro; parore Fish 0 34 0
CI Phaeocystis globosa species 33658 Alga Other 32 0 0
TP Agathis australis species 58027 Kauri; kauri Plants 31 0 0
RV Sturnus vulgaris species 9172 Common starling; tāringi Birds 0 0 30
CI Psychodidae sp. BOLD:AAU4648 species 2660484 Insects 29 0 0
CI Pseudo-nitzschia pungens species 37318 Diatom Diatoms 29 0 0
WV Arripis trutta species 270544 Kahawai; kōukauka; kahawai Fish 0 27 0
WV Anas platyrhynchos species 8839 Mallard duck; rakiraki Birds 0 0 26
TP Dendroconche scandens species 344758 Fragrant fern Plants 0 0 26
CI Zephlebia borealis species 1969009 NZ mayfly Insects 0 5 20
WV Lampropholis delicata species 316451 Plague skink; rainbow skink 25 0 0
CI Aldrichetta forsteri species 443748 Fish 0 24 0
GV Ligustrum lucidum species 458695 Plants 0 17 7
GV Schefflera digitata species 327232 Plants 0 18 6
CI Potamothrix bavaricus species 745771 Aquatic oligochaete worm Worms 0 0 24
CI Anguilla dieffenbachii species 61127 Fish 0 0 23
WV Anser anser species 8843 Greylag goose Birds 0 0 23
WV Tubifex tubifex species 6386 Sludge worm Worms 0 0 23
CI Synchaeta hutchingsi species 2576786 Rotifers 21 0 0
WV Limnodrilus hoffmeisteri species 76587 Redworm Worms 0 9 12
WV Megascolex laingii species 914218 Worm Worms 9 0 12
RV Notolabrus celidotus species 1203425 Spotty; pākirikiri; paekirikiri; paketi Fish 21 0 0
CI Rhombosolea leporina species 1203427 Fish 0 19 0
GV Calystegia soldanella species 136204 Plants 19 0 0
CI Chaetoceros socialis species 163503 Diatom Diatoms 18 0 0
LG Girella tricuspidata species 214659 Parore; ngāoheohe; kopīpiro; parore Fish 5 12 0
WV Myliobatis tenuicaudatus species 2578303 Eagle ray Fish 16 0 0
GV Coprosma grandifolia species 651543 Kanono Plants 0 0 16
CI Porphyrio melanotus species 72013 Pukeko; pūkeko Birds 0 15 0
CI Isotomurus palustris species 36144 Marsh springtail Springtails 0 15 0
WV Mugil cephalus species 48193 Grey mullet; kanae; kanae raukura Fish 0 15 0
BX Williophrya maedai species 696187 Ciliates 0 15 0
GV Myrsine australis species 450843 Red matipo; māpou Plants 0 10 5
CI Bostrychia moritziana species 103713 Red alga Red algae 14 0 0
RV Mugil cephalus species 48193 Grey mullet; kanae; kanae raukura Fish 0 14 0
GV Corynocarpus laevigatus species 4312 Karaka Plants 0 6 8
GV Dactylis glomerata species 4509 Catgrass; cocksfoot Plants 14 0 0
TP Veronica arvensis species 46032 Field speedwell; corn speedwell Plants 13 0 0
CI Vanicela disjunctella species 1712023 Insects 0 0 13
WV Coryne eximia species 264117 Hydroid Cnidarians 12 0 0
RV Oryctolagus cuniculus species 9986 European Rabbit; rāpeti Mammals 0 12 0
CI Dermatophagoides pteronyssinus species 6956 House dust mite; Dust mite 11 0 0
CI Eucampia zodiacus species 444606 Centric diatom Diatoms 11 0 0
WV Galaxias maculatus species 61620 Inanga; īnanga Fish 0 11 0
RV Zosterops lateralis species 43581 Silvereye; pihipihi; tauhou; hiraka Birds 0 11 0
CI Oecetis unicolor species 1875816 Long-horned caddisfly Insects 0 0 10
CI Nocturama antipodites species 123749 Freshwater red alga Red algae 0 0 9
CI Cyanea rosea species 322595 Cnidarians 9 0 0
WV Bos taurus species 9913 Cattle; kau Mammals 9 0 0
GV Triticum aestivum species 4565 Bread wheat Plants 9 0 0
LG Anas platyrhynchos species 8839 Mallard duck; rakiraki Birds 0 0 9
CI Rhombosolea plebeia species 1203428 New Zealand sand flounder; pātiki Fish 0 8 0
WV Canis lupus familiaris subspecies 9615 Dog; pero Mammals 8 0 0
TP Dicksonia squarrosa species 361551 NZ tree fern Plants 0 8 0

TTCTAGACTGC
TTTACCATAAA
GTTAAGTAGTA Cryptomona
TCTAGCTGGAA Shortfin eel; tuna; hao; aopori; hikumu
TTAGCCCTAAA
ATCTTGCATTA
TTCATTTTAATA
TTGGCCCTAAA
TTAGCCCTAAA
ATTGTCGTATC
CTGGCCCTAAA
ACTATCTAGAA
ATATTATTTCGT
TTAAGATTCAT Common brushtail possum; paihamu; 
CTGGCCTTAAA
TTTATCAGGAA
ATCCGGTTTCT
CTGGCCCTAAA
TTTATCAAGTT
ACTTTCAGGAG
TTCAGACACCC
TTAAAAATCAA
ATCTTGTATTAC
TCTATCCGCTG
TTAAAACCAAC Lizards and s
CCTATCTAGCA Yelloweye mullet; kātaha; aua; kātaka 
ATTGTCGAAAC
ATTGTCGAAAC Seven-finger; patē; patatē; patete; kōt
ATTAGCAAGAA
TCTAGCTGGAA Longfin eel; tuna; kūwharuwharu; reh
TTAAAAATCAA
TTTACCTAAAA
TTTGTCTGATT
TTTACCATAAA
TTTATTTTAAAT
TTAGCCCTAAA
TCTGGCAGGA Yellowbelly flounder; pātiki; pātiki tōta
ATTGTCGAAAC
TTTATCTAGCG
ATTAACTAGAA
TTTAAACACTT
ATTGTCGAATC
ACTAGCAGGC
TCTATCGTCAG
TTTAGACGCCA
CAAAGACTAA
ATTGTCGAAAC
TTTAAGCTCAA
CCAGCCCTAAA
ATTGTCGATAC
ATTGTCGTGAC
ATCCTATCTTCT
ACTTTCATCAA
TTAACTATATTC
TTAGCCCTAAA
TCTTTCTAATG Mites and ti
ATTATCAAGTG
TTTAGACGCTA
CTGGCCCTAAA
TTTAGCTAGAA
TCTTAGTGCTA
TCTATCCTCTAT
TTTAACTAACC
ATTGTCGTGAC
TGCCTATCCTA
TCTAGCGGGG
TTTAATTAACTA
ATCTAAATTCAT



WV Tubifex tubifex species 6386 Sludge worm Worms 0 0 8
CI Hormosira banksii species 87157 6 0 0
CI Canis lupus familiaris subspecies 9615 Dog; pero Mammals 6 0 0
CI Obelia bidentata species 314517 Colonial hydroid Cnidarians 6 0 0
TP Schinus terebinthifolia species 169191 Plants 6 0 0
GV Zostera capricorni species 187285 Eelgrass Plants 6 0 0
WV Cheimarrichthys fosteri species 206139 Fish 0 0 6
BX Gonostomum sinicum species 1959106 Ciliates 0 0 6
CI Halopyrgus pupoides species 284285 Brown snail Molluscs 0 5 0
CI Sheathia transpacifica species 2781386 Red alga Red algae 0 0 5
WV Ovis aries species 9940 Sheep; pirikahu; hipi Mammals 5 0 0
CI Glaucias amyoti species 1790053 New Zealand vegetable bug Insects 0 0 5
WV Aulodrilus pluriseta species 76585 Aquatic oligochaete worm Worms 0 0 5
RV Trichosurus vulpecula species 9337 Mammals 0 0 5
WV Potamopyrgus genus 145636 Mud snails Molluscs 0 0 23705
TP Lotus genus 3867 Plants 1770 14312 20
TP Allium genus 4678 Plants 5258 0 0
TP Melicytus genus 212267 Mahoe; māhoe Plants 1185 2091 1970
WV Gobiomorphus genus 86236 Bullies Fish 95 1756 494
TP Piper genus 13215 Pepper plants; pepper vines Plants 398 253 1621
TP Lonicera genus 49606 Honeysuckles Plants 1726 379 123
TP Ligustrum genus 13596 Privets Plants 113 1061 727
TP Ehrharta genus 15488 Veldtgrass Plants 1669 0 0
LG Gobiomorphus genus 86236 Bullies Fish 237 595 797
BE Euterpina genus 163465 Copepod 1380 0 0
LG Gobiomorphus genus 86236 Bullies Fish 0 651 694
XG Gobiomorphus genus 86236 Bullies Fish 0 834 486
UM Flavobacterium genus 237 Bacteria 0 619 428
UM Rhodoluna genus 529883 Bacteria 19 260 766
RV Gobiomorphus genus 86236 Bullies Fish 0 444 590
BE Paracalanus genus 163471 Copepod 969 0 0
TP Holcus genus 15560 Soft-grasses; velvet grasses Plants 751 155 16
BU Euterpina genus 163465 Copepod 869 0 0
TP Festuca genus 4605 Grass Plants 424 165 30
TP Persicaria genus 61508 Knotweeds; Smartweeds Plants 36 65 507
TP Ranunculus genus 3445 Plants 186 311 80
TP Rumex genus 3618 Docks; sorrels Plants 538 0 16
WV Potamopyrgus genus 145636 Mud snails Molluscs 0 475 0
LG Rhombosolea genus 443809 Righteye flounders Fish 267 117 14
UM Flavobacterium genus 237 Bacteria 0 253 86
UM Flavobacterium genus 237 Bacteria 77 182 65
GV Allium genus 4678 Plants 310 0 0
MZ Melicytus genus 212267 Mahoe; māhoe Plants 80 104 123
LG Gobiomorphus genus 86236 Bullies Fish 0 304 0
GV Allium genus 4678 Plants 300 0 0
BE Corycaeus genus 749183 Copepod 290 0 0
BU Strombidium genus 60005 Ciliates 153 108 0
UM Marinobacterium genus 48075 Bacteria 171 0 85
UM Planktomarina genus 1284657 Bacteria 254 0 0
BU Corycaeus genus 749183 Copepod 251 0 0
GV Lotus genus 3867 Plants 0 250 0
TP Coprosma genus 35905 Coprosma Plants 0 0 243
TP Podocarpus genus 3363 Conifers Plants 185 22 29
UM Polynucleobacter genus 44013 Bacteria 25 17 182
BU Pelagostrobilidium genus 273906 Ciliates 36 156 14
MZ Muehlenbeckia genus 76038 Plants 95 47 42
UM Thermomonas genus 141948 Bacteria 162 21 0
UM Nocardioides genus 1839 Bacteria 133 40 0
TP Populus genus 3689 Poplars; aspens; cottonwoods Plants 162 0 0
MZ Holcus genus 15560 Soft-grasses; velvet grasses Plants 162 0 0
GV Lotus genus 3867 Plants 83 77 0
CI Pycnocentrodes genus 177810 Stony cased caddisfly Insects 0 8 144
CI Skeletonema genus 2842 Diatom Diatoms 150 0 0
GV Lotus genus 3867 Plants 0 147 0
UM Rhodobacter genus 1060 Bacteria 29 0 117
TP Ulex genus 3901 Gorses Plants 7 49 87
TP Oplismenus genus 66031 Plants 40 0 102
BE Pelagostrobilidium genus 273906 Ciliates 19 119 0

TTTACCTAAAA
GTTAAGTGGTA Neptune's necklace; Neptune's pearls;Heterokont 
ACTGGCTGGC
ACTTTCAGGTT
ATCCTATTTTAT Brazilian pepper tree; Christmas berry
ATTGTCGATAT
TTAAGATACTA Torrentfish; panoko; pānokonoko; pān
CAAAGACTAA
TTTATCAGGTA
TCTTAGTGCAA
TTTAACTAAGT
ACTTTCAAGTA
TTTATCTTATAG
TTAGCCCTAAA Common brushtail possum; paihamu; 
TTAAAAAAATT
ATCCTGCTTTA
ATCTTTATTTTT
ATCCGGTTTTT
TTTAGACACTA
ATCCTATTTTTC
ATCCGGTTTTC
ATCCTGTTTTC
ATCCTTGTTTT
AACCCCAACAC
CGCCCGTCGCT Crustaceans
AGCCCCAACA
CCTTTTCGTGT
GTCCACGCCGT
GTCCACGCCGT
CTAGCCCTAAA
CGCCCGTCGCT Crustaceans
ATCCGTGTTTT
GTCGCTACTAC Crustaceans
ATCCGTGTTTT
CTCCTGCTTTC
ATCCTGCTTTC Buttercups; spearworts; water crowfo
CTCCTCCTTTC
TTAAAAAAATT
GGTTAAGAAA
GTCCACGCCGT
GTCCACGCCGT
ATTGTCAAGTC
GTTGAGGAGT
AACCCCAACAC
ATTGTCAAGTC
CGCCCGTCGCT Crustaceans
GTCGCTCCTAC
GTCCACGCCGT
GTCCACACCGT
GTCGCTACTAC Crustaceans
ATTGTCGTATC
ATCCTATTTTCC
ATCTGGTTTCT
GTCCACGCCCT
GTCGCTCCTAC
GTTGAGGAGT
GTCCACGCCCT
GTCCACACCGT
ATCCTATTTTTC
GCTGAGGAGT
ATTGTCGTATC
TTTATCTAGAA
ATTATCAAGTG
ATTGTCGTATC
GTCCACGCCGT
ATCCCGTTTTT
ATCCCTTTTTTG
CGCCCGTCGCT



UM Marinomonas genus 28253 Bacteria 128 0 0
GV Lonicera genus 49606 Honeysuckles Plants 115 8 0
WV Galaxias genus 51242 Galaxiids Fish 0 122 0
GV Coprosma genus 35905 Coprosma Plants 77 26 0
BU Williophrya genus 1240984 Ciliates 0 97 0
RV Galaxias genus 51242 Galaxiids Fish 0 0 97
UM Pseudomonas genus 286 Bacteria 96 0 0
UM Flavobacterium genus 237 Bacteria 94 0 0
TP Ludwigia genus 13118 Plants 16 56 15
TP Phyllocladus genus 50183 Celery pines Plants 80 0 0
WV Aldrichetta genus 443747 Mullets Fish 79 0 0
CI Potamopyrgus genus 145636 Mud snails Molluscs 78 0 0
WV Gobiomorphus genus 86236 Bullies Fish 0 77 0
CI Calliphora genus 7372 Insects 0 0 75
UM Nocardioides genus 1839 Bacteria 0 71 0
UM Flavobacterium genus 237 Bacteria 71 0 0
CI Potamopyrgus genus 145636 Mud snails Molluscs 0 70 0
TP Cenchrus genus 4583 Buffelgrass Plants 69 0 0
RV Galaxias genus 51242 Galaxiids Fish 0 0 68
UM Hydrogenophaga genus 47420 Bacteria 0 0 68
UM Acinetobacter genus 469 Bacteria 0 14 53
UM Sphingomonas genus 13687 Bacteria 17 49 0
CI Paracorophium genus 1068900 0 51 14
CI Potamopyrgus genus 145636 Mud snails Molluscs 0 63 0
TP Plantago genus 26867 Plaintains; fleaworts Plants 48 0 15
CI Potamopyrgus genus 145636 Mud snails Molluscs 62 0 0
UM Ilumatobacter genus 682522 Bacteria 53 8 0
UM Flavobacterium genus 237 Bacteria 0 0 61
TP Pittosporum genus 23129 Plants 17 43 0
WV Gobiomorphus genus 86236 Bullies Fish 58 0 0
TP Platanus genus 4402 Planes; plane trees Plants 55 0 0
UM Hydrogenophaga genus 47420 Bacteria 0 0 53
BE Williophrya genus 1240984 Ciliates 0 49 0
UM Mucilaginibacter genus 423349 Bacteria 19 29 0
UM Methylobacterium genus 407 Bacteria 20 27 0
TP Erythrina genus 3841 Coral tree Plants 46 0 0
GV Melicytus genus 212267 Mahoe; māhoe Plants 9 30 7
UM Lacihabitans genus 1649462 Bacteria 0 0 46
UM Pseudoalteromonas genus 53246 Bacteria 45 0 0
CI Potamopyrgus genus 145636 Mud snails Molluscs 44 0 0
LG Mugil genus 8190 Mullets Fish 0 43 0
TP Liquidambar genus 4398 Gum Plants 16 27 0
UM Arenimonas genus 490567 Bacteria 0 12 29
BU Cyclotrichium genus 696132 Ciliates 39 0 0
WV Limnodrilus genus 76586 Worm Worms 0 0 39
CI Potamopyrgus genus 145636 Mud snails Molluscs 37 0 0
UM Aeromonas genus 642 Bacteria 0 9 28
TP Metrosideros genus 62695 Myrtle Plants 37 0 0
CI Ctenopseustis genus 65023 Brownheaded leafroller moth Insects 0 0 37
BE Cyclotrichium genus 696132 Ciliates 36 0 0
UM Methylobacterium genus 407 Bacteria 0 36 0
TP Veronica genus 4173 Brooklimes Plants 0 0 36
GV Sophora genus 3896 Plants 0 0 36
UM Rubrivirga genus 1434037 Bacteria 35 0 0
LG Trachurus genus 36211 Jack Mackerel; hauture Fish 34 0 0
MZ Persicaria genus 61508 Knotweeds; Smartweeds Plants 0 0 34
UM Cellvibrio genus 10 Bacteria 0 33 0
CI Aureococcus genus 44055 Unicellular alga 32 0 0
UM Marinoscillum genus 643701 Bacteria 0 31 0
UM Arenimonas genus 490567 Bacteria 13 0 18
TP Celtis genus 13408 Hackberries; nettle trees Plants 31 0 0
MZ Artocarpus genus 3488 Plants 0 31 0
UM Ignatzschineria genus 112008 Bacteria 0 0 31
MZ Zostera genus 27257 Eelgrass Plants 30 0 0
GV Streblus genus 194260 Plants 0 16 14
WV Trachurus genus 36211 Jack Mackerel; hauture Fish 29 0 0
UM Pseudomonas genus 286 Bacteria 0 29 0
UM Flavobacterium genus 237 Bacteria 29 0 0

GTCCACGCCGT
ATTGTCGAAAC
TTTAGACGCTA
ATTGTCGAATC
GTCGCTCCTAC
ATGGCCGTAAA
GTCCACGCCGT
GTCCACGCCGT
ATCCTATTTTAC Primrose-willows; water-purslanes; wa
ATCTGGTTTCT
TTTAGACTTTA
ATTATCTGGCA
TTTAGACACTA
TTTATCTTCTAA
GTCCACACCGT
GTCCACGCCGT
ATTATCAGGTA
ATCCCTTTTTG
ATGGCCGTAAA
GTCCACGCCCT
GTCCATGCCGT
GTCCACGCCGT
TCTAAGGGCCG Crustaceans
ATTATCTGGTA
ATCCTGTCTTC
ATTATCTGGCA
GTCCATGCCGT
GTCCACGCCGT
ATCCTCTTTTC
TTTAGACACTA
ATCCTGTTTTC
GTCCACGCCCT
CGCCCGTCGCT
GTCCACGCCCT
GTCCACGCCGT
ATCCCGTTTTC
ATTGTCGAAAC
GTCCACGCCGT
GTCCACGCCGT
ATTATCTGGCA
TATCTTGATAG
ATCCTGTTTTA
GTCCACGCCCT
GTCGCTCCTAC
TTTACCATTAA
ATTATCTGGTA
GTCCACGCCGT
ATCCTGTTTTA
ACTTTCATCAA
CGCCCGTCGCT
GTCCACGCCGT
ATCCTGTCTTC
ATTGTCGAATC
GTCCGCGCCG
GAAAACATTCA
GTTGAGGAGT
GTCCACGCCGT
ATTAAGTAGTG Heterokont 
GTCCACGCCGT
GTCCACGCCCT
ATCCGGTTTTC
GTTGAGGAGT
GTCCACGCTGT
GTTGAGGAGT
ATTGTCGAAAC
TTTAGACACAA
GTCCACGCCGT
GTCCACGCCGT



CI Phytophthora genus 4783 Water mold Oomycetes 0 0 29
UM Ignatzschineria genus 112008 Bacteria 0 0 29
CI Pseudopolydora genus 997029 Worms 28 0 0
LG Galaxias genus 51242 Galaxiids Fish 0 28 0
BE Skeletonema genus 2842 Diatom Diatoms 28 0 0
UM Brevundimonas genus 41275 Bacteria 0 28 0
UM Neolewinella genus 2993541 Bacteria 25 0 0
BX Heterocapsa genus 2918 25 0 0
BU Halteria genus 5973 Ciliates 0 0 25
UM Cellvibrio genus 10 Bacteria 0 0 25
RV Anguilla genus 7935 Eels Fish 0 0 24
UM Flavobacterium genus 237 Bacteria 0 0 24
UM Pseudomonas genus 286 Bacteria 0 0 24
UM Brevundimonas genus 41275 Bacteria 23 0 0
UM Romboutsia genus 1501226 Bacteria 0 21 0
UM Polaribacter genus 52959 Bacteria 21 0 0
UM Fusobacterium genus 848 Bacteria 0 0 21
CI Gobiomorphus genus 86236 Bullies Fish 0 20 0
UM Paludibacter genus 346096 Bacteria 0 11 9
MZ Ranunculus genus 3445 Plants 15 5 0
CI Ectopsocus genus 239222 Psocopteran fly Insects 0 0 20
UM Rhodoluna genus 529883 Bacteria 0 0 20
UM Reyranella genus 445219 Bacteria 0 0 20
BE Navicula genus 50949 Diatom Diatoms 19 0 0
BU Temora genus 261851 Copepod 19 0 0
UM Siccationidurans genus 1968878 Bacteria 0 19 0
UM Lutimonas genus 449810 Bacteria 19 0 0
GV Avicennia genus 41377 Plants 12 7 0
BU Skeletonema genus 2842 Diatom Diatoms 18 0 0
UM Sphingomonas genus 13687 Bacteria 0 18 0
UM Pseudoalteromonas genus 53246 Bacteria 18 0 0
UM Rhodococcus genus 1827 Bacteria 18 0 0
GV Melicytus genus 212267 Mahoe; māhoe Plants 0 0 18
CI Cylindrotheca genus 2852 Diatom Diatoms 17 0 0
RV Ovis genus 9935 Sheep; Ovine; hipi Mammals 17 0 0
UM Williamsia genus 85043 Bacteria 0 17 0
TP Trifolium genus 3898 Clover; trefoil Plants 12 0 5
GV Persicaria genus 61508 Knotweeds; Smartweeds Plants 0 8 9
CI Tyrophagus genus 41443 Bulb mites 16 0 0
BE Oithona genus 136190 Copepod 16 0 0
UM Flavobacterium genus 237 Bacteria 0 16 0
UM Hymenobacter genus 89966 Bacteria 16 0 0
GV Anthoxanthum genus 15324 Vernalgrasses Plants 16 0 0
CI Cylindrotheca genus 2852 Diatom Diatoms 0 15 0
UM Ferribacterium genus 88875 Bacteria 0 15 0
UM Halobacteriovorax genus 1652133 Bacteria 0 15 0
UM Microbacterium genus 33882 Bacteria 15 0 0
UM Pedobacter genus 84567 Bacteria 15 0 0
UM Spirochaeta genus 146 Bacteria 0 0 15
UM Ohtaekwangia genus 1210119 Bacteria 0 0 15
RV Galaxias genus 51242 Galaxiids Fish 0 14 0
BE Pseudotontonia genus 641224 Ciliates 14 0 0
UM Spirosoma genus 107 Bacteria 0 14 0
UM Flavobacterium genus 237 Bacteria 0 14 0
UM Dyadobacter genus 120831 Bacteria 0 14 0
UM Candidatus Rhabdochlamydia genus 292833 Bacteria 0 14 0
UM Methylobacterium genus 407 Bacteria 14 0 0
TP Cedrus genus 3321 Cedar Plants 14 0 0
GV Oplismenus genus 66031 Plants 0 0 14
BU Euplotes genus 5935 Ciliates 8 5 0
UM Telmatobacter genus 1078829 Bacteria 13 0 0
UM Pseudarcicella genus 1664383 Bacteria 0 0 13
TP Axonopus genus 158091 Carpet grasses Plants 0 0 13
LG Girella genus 163147 Sea chubs Fish 0 12 0
UM Chryseolinea genus 1433993 Bacteria 0 0 12
UM Exiguobacterium genus 33986 Bacteria 0 11 0
UM Candidatus Solibacter genus 332162 Bacteria 11 0 0
CI Gobiomorphus genus 86236 Bullies Fish 0 0 11

TTTATCAAGTG
GTCCACGCTAT
TTTATCCGGGA
GAATAATTAGC
CGCCCGTCGCA
GTCCACGCCGT
GTCCACGCCCT
CAAAGATTAAG Dinoflagellat
GTCGCTCCTAC
GTCCACGCCGT
TCAACCTTAAA
GTCCACGCCGT
GTCCACGCCGT
GTCCACGCCGT
GTCCACGCCGT
GTCCACGCCGT
GTCCACGCCGT
TTATCAGGCAA
GTCCACGCAG
GTTGAGGAGT Buttercups; spearworts; water crowfo
TCTATCAAGTG
GTCCACGCCGT
GTCCACGCCGT
CGCCCGTCGCA
GTCGCTACTAC Crustaceans
GTCCACGCCGT
GTCCACGCCGT
ATTGTCGAAAC
GTCGCACCTAC
GTCCACGCCGT
GTCCACGCCGT
GTCCACGCCGT
ATTGTCGAAAC
TCTTTCAGGAA
TTAGCCCTAAA
GTCCACGCCGT
ATCCTTCTTTC
ATTGTCGAAAC
TTTCTAATGGT Mites and ti
CGCCCGTCGCT Crustaceans
GTCCACGCCGT
GTCCACGCCGT
ATTGTCGTGAC
TCTTTCAGGAA
GTCCACGCCCT
GTCCACGCCGT
GTCCACCCCGT
GTCCACGCCCT
GTCTATGCTGT
GTCCACACTGT
ATGGCCGTAAA
CGCCCGTCGCT
GTCCATGCCGT
GTCCACGCCGT
GTCCATGCCGT
GTCCTTGCCGT
GTCCACGCCGT
ATCCGGTTCGT
ATTGTCGTGAC
GTCGCTCCTAC
GTCCTAGCCCT
GTCCACACTGT
ATCCCTTTTTTT
ATTAACTTGAA
GTCCACACTGT
GTCCACGCCGT
GTCCACGCCCT
TTATCAGGCAA



WV Nais genus 74730 Sludgeworm Worms 0 0 11
UM Pseudactinotalea genus 1926259 Bacteria 0 0 11
CI Eucampia genus 49251 Diatom Diatoms 10 0 0
BU Rhizobium genus 379 Bacteria 0 10 0
UM Sphingomonas genus 13687 Bacteria 0 10 0
TP Parablechnum genus 1905745 Plants 0 10 0
MZ Ludwigia genus 13118 Plants 0 10 0
UM Arcicella genus 217140 Bacteria 0 0 10
LG Rhombosolea genus 443809 Righteye flounders Fish 0 9 0
BU Navicula genus 50949 Diatom Diatoms 9 0 0
UM Aureimonas genus 414371 Bacteria 0 9 0
UM Roseomonas genus 125216 Bacteria 9 0 0
GV Persicaria genus 61508 Knotweeds; Smartweeds Plants 0 9 0
GV Hedycarya genus 13082 Plants 9 0 0
GV Rumex subgen. Acetosa subgenus 2732585 Plants 9 0 0
WV Ilyodrilus genus 170992 Worm Worms 0 0 9
BU Cladophora genus 34125 Green alga Green algae 0 8 0
BU Navicula genus 50949 Diatom Diatoms 8 0 0
UM Siccationidurans genus 1968878 Bacteria 0 8 0
UM Spirosoma genus 107 Bacteria 0 8 0
UM Sulfurimonas genus 202746 Bacteria 8 0 0
TP Pyrus genus 3766 Pears Plants 0 0 8
CI Tyrophagus genus 41443 Bulb mites 7 0 0
RV Galaxias genus 51242 Galaxiids Fish 0 7 0
BE Micromonas genus 38832 Green alga Green algae 7 0 0
BE Labyrinthula genus 35133 7 0 0
UM Clostridium genus 1485 Bacteria 0 7 0
UM Spirosoma genus 107 Bacteria 7 0 0
MZ Nitella genus 3148 Other 7 0 0
GV Acacia genus 3808 Wattles Plants 7 0 0
UM Armatimonas genus 1042315 Bacteria 0 0 7
UM Treponema genus 157 Bacteria 0 0 7
BE Synchaeta genus 204744 Rotifers 6 0 0
BE Temora genus 261851 Copepod 6 0 0
BU Neobodo genus 312470 Other 0 6 0
BU Rhynchomonas genus 127149 Flagellates Other 6 0 0
BU Sclerotinia genus 5179 Fungi 6 0 0
UM Hymenobacter genus 89966 Bacteria 0 6 0
UM Pseudoalteromonas genus 53246 Bacteria 0 6 0
UM Aureispira genus 365032 Bacteria 6 0 0
BX Skeletonema genus 2842 Diatom Diatoms 6 0 0
MZ Amaranthus genus 3564 Plants 0 6 0
BU Cocconeis genus 216715 Diatom Diatoms 0 0 6
UM Aquaspirillum genus 187 Bacteria 0 0 6
UM Treponema genus 157 Bacteria 0 0 6
CI Canis genus 9611 Dog; pero; kurī Mammals 5 0 0
CI Paracorophium genus 1068900 5 0 0
TP Amblystegium genus 99399 Feather moss Mosses 0 5 0
CI Metopeurum genus 163906 Insects 0 0 5
UM Arcobacter genus 28196 Bacteria 0 0 5
GV Pseudopanax genus 46408 Plants 0 0 5
TP Apiaceae family 4037 Carrot family Plants 0 47 12385
UM Comamonadaceae family 80864 Bacteria 157 1609 2466
MZ Apiaceae family 4037 Carrot family Plants 0 0 3273
TP Sapindaceae family 23672 Soapberry family Plants 27 155 2084
TP Araliaceae family 4050 Ginseng family Plants 141 1068 619
BE Pseudodiaptomidae family 163474 0 1527 96
UM Cytophagaceae family 89373 Bacteria 16 788 616
UM Pyrenomonadaceae family 589344 0 1342 0
TP Podocarpaceae family 3362 Plants 180 255 785
TP Primulaceae family 4335 Primrose family Plants 123 251 760
TP Moraceae family 3487 Mulberry family Plants 13 420 585
TP Lauraceae family 3433 Laurel family Plants 0 158 681
TP Convolvulaceae family 4118 Morning-glory family Plants 200 562 50
RV Anserinae subfamily 2068722 Swans and geese Birds 0 61 667
UM Crocinitomicaceae family 1853230 Bacteria 0 304 332
CI Aphididae family 27482 Aphids Insects 558 0 0
TP Asparagaceae family 40552 Asparagus family Plants 38 150 244

TTTATTTTTAAT
GTCCATGCCGT
ATTATCAAGTG
GTCACACCATG
GTCCACGCCGT
ATCTCCTATTAT
GTTGAGGAGT Primrose-willows; water-purslanes; wa
GTCCACACTGT
GGTAAACAAA
GTCGCACCTAC
GTCCACGCCGT
GTCCACGCCGT
ATTGTCGAAAC
ATTGTCGCAAA
ATTGTCGAAAC
TTTACCCTACA
GTCGCTCCTAC
GTCGCACCTAC
GTCCACGCCGT
GTCCATGCCGT
GTCCACGCCCT
ATCCTGTTTTAT
CTTTCTAATGG Mites and ti
TTAGCCGTAAA
CGCCCGTCGCT
CGCCCGTCGCA Heterokont 
GTCCACGCCGT
GTCCATGCCGT
GTTGTGGAGT
ATTGTCGTGTC
GTCCACGCCCT
GTCCGCACCGT
CGCCCGTCGCT
CGCCCGTCGCT Crustaceans
GTCGTTGTTTC
GTCGTTGTTTC
GTCGCTACTAC
GTCCACGCCGT
GTCCACGCCGT
GTCCACGCCCT
CAAAGATTAAG
GTTGAGGACT
GTCGCACCTAC
GTCCACGCCCT
GTCCGCACAG
ACTGGCTGGC
TTTAAGAGCTG Crustaceans
ATCTTATTGTTT
ATTATCTAATAA
GTCCACGCCCT
ATTGTCGAAAC
ATCCTGTTTTC
GTCCACGCCCT
GTTGAGGAGT
ATCCCGTTTTA
ATCCTGTTTTC
CGCCCGTCGCT Crustaceans
GTCCACACTGT
GTCCTAGCCGT Cryptomona
ATCTGGTTTCT
ATCCTCTTTTTC
ATCCGGTTTTC
ATCCTGTTTTC
ATCCTGTTTTC
CTGGCCCTAAA
GTCCACGCCGT
ATTATCAAATAA
ATCTTTATTTTT



TP Rubiaceae family 24966 Madder family Plants 177 0 216
MZ Allioideae subfamily 40553 Onion famly Plants 347 0 0
UM Crocinitomicaceae family 1853230 Bacteria 0 0 289
TP Asteraceae family 4210 Daisy family Plants 268 0 0
TP Asteraceae family 4210 Daisy family Plants 192 0 76
UM Oceanospirillaceae family 135620 Bacteria 193 65 0
TP Monimiaceae family 22063 Plants 209 15 31
MZ Moraceae family 3487 Mulberry family Plants 0 21 233
UM Flavobacteriaceae family 49546 Bacteria 0 85 159
UM Comamonadaceae family 80864 Bacteria 0 0 239
UM Roseobacteraceae family 2854170 Bacteria 178 35 20
UM Chitinophagaceae family 563835 Bacteria 0 0 219
UM Erythrobacteraceae family 335929 Bacteria 201 0 0
UM Crocinitomicaceae family 1853230 Bacteria 0 193 0
MZ Lauraceae family 3433 Laurel family Plants 0 10 183
UM Flavobacteriaceae family 49546 Bacteria 182 0 0
UM Chitinophagaceae family 563835 Bacteria 181 0 0
UM Roseobacteraceae family 2854170 Bacteria 178 0 0
UM Paracoccaceae family 31989 Bacteria 0 0 177
CI Synchaetidae family 204743 Rotifers 0 23 129
UM Chitinophagaceae family 563835 Bacteria 0 50 93
UM Flavobacteriaceae family 49546 Bacteria 95 34 7
UM Nitrobacteraceae family 41294 Bacteria 37 34 60
GV Pooideae subfamily 147368 Plants 34 97 0
UM Flavobacteriaceae family 49546 Bacteria 118 0 0
TP Fagaceae family 3503 Beech family Plants 83 0 33
UM Flavobacteriaceae family 49546 Bacteria 114 0 0
UM Flavobacteriaceae family 49546 Bacteria 108 0 0
MZ Gesneriaceae family 26122 African violet family Plants 86 19 0
MZ Rubioideae subfamily 169617 Plants 68 33 0
TP Restionaceae family 14107 Plants 100 0 0
UM Oxalobacteraceae family 75682 Bacteria 0 0 97
TP Cupressaceae family 3367 Cypress family Plants 6 22 61
UM Crocinitomicaceae family 1853230 Bacteria 0 0 88
UM Flavobacteriaceae family 49546 Bacteria 86 0 0
TP Lamiaceae family 4136 Mint family Plants 83 0 0
UM Rhizobiaceae family 82115 Bacteria 65 17 0
UM Caulobacteraceae family 76892 Bacteria 80 0 0
UM Flavobacteriaceae family 49546 Bacteria 79 0 0
TP Cyatheaceae family 29635 Plants 32 15 30
MZ Polygonoideae subfamily 1110380 Plants 72 5 0
GV Piperaceae family 16739 Pepper family Plants 67 0 9
UM Hyphomicrobiaceae family 45401 Bacteria 32 0 42
MZ Poaceae family 4479 Grass family Plants 0 71 0
WV Tubificinae subfamily 1780203 Worms 0 5 65
UM Erythrobacteraceae family 335929 Bacteria 22 48 0
UM Vibrionaceae family 641 Bacteria 44 22 0
UM Flavobacteriaceae family 49546 Bacteria 66 0 0
UM Cyclobacteriaceae family 563798 Bacteria 66 0 0
UM Chitinophagaceae family 563835 Bacteria 66 0 0
UM Chitinophagaceae family 563835 Bacteria 62 0 0
UM Sphingobacteriaceae family 84566 Bacteria 60 0 0
TP Thelypteridoideae subfamily 2014962 Plants 17 41 0
MZ Convolvulaceae family 4118 Morning-glory family Plants 9 49 0
BE Centropagidae family 136181 0 56 0
UM Nocardioidaceae family 85015 Bacteria 27 28 0
UM Enterobacteriaceae family 543 Bacteria 53 0 0
TP Cupressaceae family 3367 Cypress family Plants 46 0 7
UM Chitinophagaceae family 563835 Bacteria 52 0 0
UM Flavobacteriaceae family 49546 Bacteria 50 0 0
UM Flavobacteriaceae family 49546 Bacteria 49 0 0
UM Flavobacteriaceae family 49546 Bacteria 48 0 0
UM Chitinophagaceae family 563835 Bacteria 0 0 48
UM Paracoccaceae family 31989 Bacteria 47 0 0
UM Hymenobacteraceae family 1853232 Bacteria 27 19 0
UM Devosiaceae family 2831106 Bacteria 43 0 0
UM Flavobacteriaceae family 49546 Bacteria 43 0 0
TP Cyatheaceae family 29635 Plants 9 12 20

ATCCTGTTTTC
GTTGAGGAGT
GTCCACGCCGT
ATCACGTTTTC
ATCACGTTTTC
GTCCACGCTGT
ATCCTGTTTTC
GTTGAGGAGT
GTCCACGCCGT
GTCCACGCCCT
GTCCACACCGT
GTCCACGCCCT
GTCCACGCCGT
GTCCACGCCGT
GTTGAGGAGT
GTCCACGCCGT
GTCCACGCCCT
GTCCACGCCGT
GTCCACGCCGT
TTTATCAGATT
GTCCACGCCCT
GTCCACGCCGT
GTCCACGCCGT
ATTGTCGTGAC
GTCCACGCCGT
ATCCTATTTTAC
GTCCACGCCGT
GTCTACGCCGT
GTTGAGGAGT
GTTGAGGAGT
ATCCTTATTTTG
GTCCACGCCCT
ATCCGATTTATA
GTCCACGCCGT
GTCCACGCCGT
ATCCTGTTTTC
GTCCACGCCGT
GTCCACGCCGT
GTCCACGCCGT
ATCTCATTTCAT
GTTGAGGAGT
ATTGTTGATGC
GTCCACGCCGT
GCTGAGGAGT
TTTACCATAAA
GTCCACGCCGT
GTCCACGCCGT
GTCTACGCCGT
GTCCATGCCGT
GTCCACGCCCT
GTCCACGCCCT
GTCCACGCCCT
ATCTTGTATTGT
GTTGAGGAGT
CGCCCGTCGCT Crustaceans
GTCCACACCGT
GTCCACGCTGT
ATCCGATTTCTA
GTCCACGCCCT
GTCCACGCCGT
GTCCACGCCGT
GTCCACGCCGT
GTCCACGCCCT
GTCCACGCCGT
GTCCACGCCGT
GTCCACGCCGT
GTCCACGCCGT
ATCTCAAATCA



TP Passifloraceae family 3683 Passionflower famly Plants 0 10 31
TP Rosoideae subfamily 171638 Plants 21 18 0
UM Marinilabiliaceae family 558415 Bacteria 37 0 0
MZ Rubiaceae family 24966 Madder family Plants 0 0 36
TP Caprifoliaceae family 4200 Honeysuckle famly Plants 14 20 0
TP Asteraceae family 4210 Daisy family Plants 0 33 0
BU Paracoccaceae family 31989 Bacteria 0 0 33
UM Flavobacteriaceae family 49546 Bacteria 32 0 0
UM Flavobacteriaceae family 49546 Bacteria 31 0 0
UM Desulfobulbaceae family 213121 Bacteria 31 0 0
UM Pirellulaceae family 2691357 Bacteria 29 0 0
UM Devosiaceae family 2831106 Bacteria 29 0 0
CI Isotomidae family 36141 Smooth springtails Springtails 0 28 0
UM Flavobacteriaceae family 49546 Bacteria 28 0 0
UM Trueperaceae family 332247 Bacteria 0 0 28
UM Flavobacteriaceae family 49546 Bacteria 27 0 0
UM Spirochaetaceae family 137 Bacteria 0 0 27
UM Flavobacteriaceae family 49546 Bacteria 18 0 9
UM Phyllobacteriaceae family 69277 Bacteria 0 0 27
UM Hymenobacteraceae family 1853232 Bacteria 24 0 0
TP Apiaceae family 4037 Carrot family Plants 24 0 0
GV Cyperoideae subfamily 986140 Plants 0 0 24
UM Flavobacteriaceae family 49546 Bacteria 23 0 0
TP Caesalpinioideae subfamily 3804 Plants 23 0 0
BE Euplotidae family 100127 Ciliates 21 0 0
BU Bakuellidae family 1661772 Ciliates 0 21 0
UM Chitinophagaceae family 563835 Bacteria 0 21 0
TP Rutaceae family 23513 Rue family Plants 13 0 8
MZ Fabaceae family 3803 Pea family Plants 21 0 0
MZ Fabaceae family 3803 Pea family Plants 0 0 21
BE Pfiesteriaceae family 403651 0 20 0
UM Hymenobacteraceae family 1853232 Bacteria 20 0 0
UM Alteromonadaceae family 72275 Bacteria 20 0 0
UM Flavobacteriaceae family 49546 Bacteria 20 0 0
UM Prolixibacteraceae family 1471398 Bacteria 20 0 0
MZ Monimiaceae family 22063 Plants 20 0 0
UM Prolixibacteraceae family 1471398 Bacteria 0 0 20
GV Brassicaceae family 3700 Mustard family Plants 0 0 20
UM Pirellulaceae family 2691357 Bacteria 19 0 0
UM Clostridiaceae family 31979 Bacteria 0 0 19
UM Flavobacteriaceae family 49546 Bacteria 0 0 19
BU Erythrobacteraceae family 335929 Bacteria 18 0 0
UM Chromatiaceae family 1046 Purple sulfur bacteria Bacteria 8 10 0
UM Caulobacteraceae family 76892 Bacteria 18 0 0
BU Peronosporaceae family 4777 Oomycetes 0 0 18
UM Bacteroidaceae family 815 Bacteria 0 0 18
UM Prolixibacteraceae family 1471398 Bacteria 0 0 18
BU Pfiesteriaceae family 403651 0 16 0
UM Chitinophagaceae family 563835 Bacteria 16 0 0
UM Mycoplasmataceae family 2092 Bacteria 16 0 0
UM Paracoccaceae family 31989 Bacteria 0 0 16
UM Chitinophagaceae family 563835 Bacteria 0 15 0
UM Xanthomonadaceae family 32033 Bacteria 15 0 0
GV Poaceae family 4479 Grass family Plants 15 0 0
UM Microbacteriaceae family 85023 Bacteria 14 0 0
UM Flavobacteriaceae family 49546 Bacteria 14 0 0
TP Poaceae family 4479 Grass family Plants 0 14 0
UM Roseobacteraceae family 2854170 Bacteria 0 13 0
UM Methylocystaceae family 31993 Bacteria 13 0 0
UM Crocinitomicaceae family 1853230 Bacteria 13 0 0
UM Hymenobacteraceae family 1853232 Bacteria 13 0 0
UM Enterococcaceae family 81852 Bacteria 0 0 13
BE Thalassiosiraceae family 29202 Diatoms 12 0 0
UM Spirosomaceae family 2896860 Bacteria 0 12 0
UM Flavobacteriaceae family 49546 Bacteria 12 0 0
TP Asteraceae family 4210 Daisy family Plants 12 0 0
UM Roseobacteraceae family 2854170 Bacteria 0 0 12
UM Nitrospiraceae family 189779 Bacteria 0 0 12

ATCCTTTTTTTC
ATCCCGTTTTA
GTCCACGCCGT
GTTGAGGAGT
ATCCAGTTTTC
ATCACGTTTTC
GTCACACCATG
GTCCACGCCGT
GTCCACGCCGT
GTCCACGCCGT
GTCCTAGCTGT
GTCCACGCCGT
TTTATCCTCAG
GTCCACGCCGT
GTCCACACCCT
GTCTACGCCGT
GTCTATGCTGT
GTCCACGCCGT
GTCCACGCCGT
GTCCACGCCGT
ATCCTATTTTCC
ATTGTCGTTGC
GTCCACGCCGT
ATCCTGTTTTC
CGCCCGTCGCT
GTCGCTCCTAC
GTCCACGCCCT
ATCCTCTTCTCT
GTTGAGGAGT
GTTGAGGAGT
CGCCCGTCGCT Dinoflagellat
GTCCACGCCGT
GTCCACACCGT
GTCCACGCCGT
GTCCACGCCGT
GTTGAGGAGT
GTCCACGCCGT
ATTGTCGAAAC
GTCCTAGCTGT
GTCCACGCCGT
GTCCACGCCGT
GTCACACCATG
GTCCACGCCGT
GTCCACGCTGT
GTCGCACCTAC
GTCCACACGG
GTCCACGCCGT
GTCGCTCCTAC Dinoflagellat
GTCCACGCCCT
GTCCACGCCGT
GTCCACGCCGT
GTCCACGCCCT
GTCCACGCCCT
ATTGTCGTGAC
GTCCATGCCGT
GTCCACGCCGT
ATCCTTGTTTT
GTCCACACCGT
GTCCACGCCGT
GTCCACGCCGT
GTCCACGCCGT
GTCCACGCCGT
CGCCCGTCGCA
GTCCACGCCAT
GTCCACGCCGT
ATCACGTTTTC
GTCCACGCCGT
GTCCACGCCTT



GV Apiaceae family 4037 Carrot family Plants 0 0 12
BU Roseobacteraceae family 2854170 Bacteria 11 0 0
BU Euplotidae family 100127 Ciliates 11 0 0
UM Aurantimonadaceae family 255475 Bacteria 11 0 0
UM Pirellulaceae family 2691357 Bacteria 11 0 0
TP Ulmaceae family 3474 Elm family Plants 11 0 0
TP Pottiaceae family 38586 Mosses 11 0 0
BE Apioideae subfamily 241778 Plants 0 0 11
UM Pirellulaceae family 2691357 Bacteria 0 10 0
UM Prolixibacteraceae family 1471398 Bacteria 0 10 0
GV Piperaceae family 16739 Pepper family Plants 0 0 10
BE Mamiellaceae family 41873 Green algae 9 0 0
UM Bathycoccaceae family 1525212 Green algae 9 0 0
GV Apocynoideae subfamily 167483 Plants 0 0 9
UM Campylobacteraceae family 72294 Bacteria 0 8 0
UM Cytophagaceae family 89373 Bacteria 0 0 8
TP Betulaceae family 3514 Birch family Plants 0 0 8
GV Panicoideae subfamily 147369 Plants 0 0 8
BU Chaetonotidae family 41372 Other 7 0 0
BU Strombidinopsidae family 141412 Ciliates 7 0 0
BE Peronosporaceae family 4777 Oomycetes 0 0 7
UM Cytophagaceae family 89373 Bacteria 0 0 7
TP Thuidiaceae family 61526 Mosses 0 0 7
WV Gobiinae subfamily 497223 Fish 0 6 0
BE Euplotidae family 100127 Ciliates 0 6 0
BE Thraustochytriaceae family 33674 Thraustochytrids 6 0 0
UM Balneolaceae family 1813606 Bacteria 6 0 0
UM Aeromonadaceae family 84642 Bacteria 0 0 6
CI Cecidomyiidae family 33406 Gall midges Insects 0 5 0
BU Suessiaceae family 89955 0 5 0
UM Prevotellaceae family 171552 Bacteria 0 5 0
UM Saprospiraceae family 89374 Bacteria 0 5 0
UM Paracoccaceae family 31989 Bacteria 5 0 0
UM Holophagaceae family 574976 Bacteria 0 0 5
MZ Poaceae family 4479 Grass family Plants 0 0 5
BU Caenogastropoda subclass 69555 Molluscs 11 107 5376
TP Poeae tribe 147387 Plants 4054 0 0
CI Metazoa kingdom 33208 Metazoans Other 0 2964 590
MZ Pentapetalae clade 1437201 Plants 278 2921 71
BE Gastropoda class 6448 Gastropods Molluscs 0 41 3078
TP Polygoneae tribe 1110385 Plants 1262 759 673
GV Oenantheae tribe 241787 Plants 0 0 2069
BE root no rank 1 Unidentified Other 0 1762 0
CI Metazoa kingdom 33208 Metazoans Other 1571 0 0
TP Lamiales order 4143 Plants 1046 505 0
BU root no rank 1 Unidentified Other 0 1456 0
BU Hexanauplia class 72037 0 1244 134
UM Bacteroidota phylum 976 Bacteria 1256 59 25
TP Anthospermeae tribe 169649 Plants 416 601 281
TP root no rank 1 Unidentified Other 0 0 1019
UM Actinomycetes class 1760 High G+C Gram-positive bacteria Bacteria 23 115 863
MZ Poales order 38820 Plants 926 0 0
MZ Pentapetalae clade 1437201 Plants 351 351 197
MZ Magnoliopsida class 3398 Angiosperms Plants 126 263 501
BX Gastropoda class 6448 Gastropods Molluscs 5 23 856
BE Dinophyceae class 2864 Dinoflagellates Other 0 824 18
MZ Chlorophyta phylum 3041 Green algae Other 841 0 0
LG Actinopteri class 186623 Other 417 405 7
BU root no rank 1 Unidentified Other 0 799 24
BU Hexanauplia class 72037 797 0 0
CI Metazoa kingdom 33208 Metazoans Other 0 751 7
UM Bacteroidota phylum 976 Bacteria 75 340 333
WG root no rank 1 Unidentified Other 719 0 0
CI Metazoa kingdom 33208 Metazoans Other 0 716 0
UM Actinomycetes class 1760 High G+C Gram-positive bacteria Bacteria 0 96 596
XG root no rank 1 Unidentified Other 0 678 0
WG root no rank 1 Unidentified Other 0 0 678
BU Caenogastropoda subclass 69555 Molluscs 0 0 624

ATTGTCGAATC
GTCACACCATG
GTCGCTCCTAC
GTCCACGCCGT
GTCCTAGCCGT
ATCCTGTTTTAT
ATTTTACATTTA
CGCCCGTCGCT
GTCCTAGCTGT
GTCCACGCCGT
ATTGTTGATGC
CGCCCGTCGCT
ATTTTAGCCGT
ATTGTCGAATC
GTCCACGCCCT
GTCCACACTGT
ATCCTGTTTTC
ATTGTCGTGAC
GTCGCTACTAC
GTCGCTCCTAC
CGCCCGTCGCA
GTCCGCACAG
ATATTATTTCGT
TTGAGGCGCC
CGCCCGTCGCT
CGCCCGTCGCA Heterokont 
GTCCACGCCGT
GTCCACGCCGT
TTTCATCTATTA
GTCGCTCCTAC Dinoflagellat
GTCCGCACGG
GTCCACGCCCT
GTCCACACCGT
GTCCACGCTGT
GCTGAGGAGT
GTCGCTACTAC
ATCCGTGTTTT
TTTCTAGGAAT
GTTGAGGAGT
CGCCCGTCGCT
CTCCTTCTTTC
ATTGTCGAATC
CGCCCGTCGCT
TCTATCTTCAA
ATCCTGTTTTC
GTCGCTCCTAC
GTCGCTACTAC Crustaceans
GTCCACGCCGT Bacteroides-Cytophaga-Flexibacter gro
ATCCTATTTTCC
GCTCCTAACCG
GTCCACGCCGT
GTTGAGGAGT
GTTGAGGAGT
GTTGAGGAGT
CAAAGATTAAG
CGCCCGTCGCT
GCTGAGGAGT
ACGATATATAA
GTCGCTCCTAC
GTCGCTACTAC Crustaceans
TCTATCTTCAA
GTCCACGCTGT Bacteroides-Cytophaga-Flexibacter gro
TAAGATCTTAC
ATTATCGGGTA
GTCCACGCCGT
CCTTTTCGTGT
TATCGAGCTTA
GTCGCTACTAC



CI Metazoa kingdom 33208 Metazoans Other 574 0 0
CI Metazoa kingdom 33208 Metazoans Other 0 558 0
XG root no rank 1 Unidentified Other 0 392 163
BU root no rank 1 Unidentified Other 551 0 0
CI root no rank 1 Unidentified Other 540 0 0
TP commelinids clade 4734 Plants 101 152 256
CI root no rank 1 Unidentified Other 0 457 5
CI Metazoa kingdom 33208 Metazoans Other 0 449 0
UM Burkholderiales order 80840 Bacteria 78 86 261
TP root no rank 1 Unidentified Other 0 337 84
WV root no rank 1 Unidentified Other 419 0 0
MZ Asterales order 4209 Plants 122 105 181
BE Hexanauplia class 72037 407 0 0
BE Caenogastropoda subclass 69555 Molluscs 0 0 401
CI root no rank 1 Unidentified Other 176 129 93
UM Pseudomonadota phylum 1224 Purple bacteria and relatives Bacteria 0 97 287
MZ Mesangiospermae clade 1437183 Plants 337 0 46
CI Metazoa kingdom 33208 Metazoans Other 0 364 0
WV Metazoa kingdom 33208 Metazoans Other 360 0 0
TP Saliceae tribe 238069 Plants 0 110 245
UM Alphaproteobacteria class 28211 Bacteria 94 54 203
TP rosids clade 71275 Plants 82 64 171
WG root no rank 1 Unidentified Other 317 0 0
UM Burkholderiales order 80840 Bacteria 0 0 317
CI Metazoa kingdom 33208 Metazoans Other 0 291 14
CI Metazoa kingdom 33208 Metazoans Other 303 0 0
GV Embryophyta clade 3193 Higher plants Other 291 0 0
CI Metazoa kingdom 33208 Metazoans Other 266 23 0
CI Metazoa kingdom 33208 Metazoans Other 289 0 0
BX Metazoa kingdom 33208 Metazoans Other 0 276 0
UM Betaproteobacteria class 28216 Bacteria 48 52 163
CI Metazoa kingdom 33208 Metazoans Other 262 0 0
GV Streptophyta phylum 35493 Other 261 0 0
UM Luna-1 subcluster clade 1655489 Bacteria 0 0 250
WG root no rank 1 Unidentified Other 89 18 130
UM Bacteroidota phylum 976 Bacteria 0 0 231
CI Metazoa kingdom 33208 Metazoans Other 0 147 81
BE root no rank 1 Unidentified Other 0 228 0
CI root no rank 1 Unidentified Other 168 50 0
BU Spirotrichea class 33829 Ciliates 0 0 211
WG root no rank 1 Unidentified Other 0 210 0
CI Metazoa kingdom 33208 Metazoans Other 200 0 0
UM Sphingomonadales order 204457 Bacteria 173 27 0
CI Metazoa kingdom 33208 Metazoans Other 0 198 0
UM Rhodobacterales order 204455 Bacteria 197 0 0
LG Galaxiiformes order 51241 Galaxiids Fish 0 111 82
CI Metazoa kingdom 33208 Metazoans Other 0 185 0
UM Pseudomonadota phylum 1224 Purple bacteria and relatives Bacteria 43 0 142
CI unclassified Bourletiellidae no rank 1690839 Springtails 183 0 0
CI root no rank 1 Unidentified Other 0 0 183
CI root no rank 1 Unidentified Other 0 0 167
CI Metazoa kingdom 33208 Metazoans Other 144 14 0
TP Gentianales order 4055 Plants 17 53 86
WG root no rank 1 Unidentified Other 0 149 0
UM Burkholderiales order 80840 Bacteria 43 57 47
CI root no rank 1 Unidentified Other 0 0 144
UM Bacteroidota phylum 976 Bacteria 142 0 0
UM root no rank 1 Unidentified Other 0 134 0
UM Flavobacteriales order 200644 Bacteria 134 0 0
UM Betaproteobacteria class 28216 Bacteria 0 39 94
CI root no rank 1 Unidentified Other 0 0 128
UM Bacteroidota phylum 976 Bacteria 37 23 64
UM Pseudomonadota phylum 1224 Purple bacteria and relatives Bacteria 124 0 0
EA root no rank 1 Unidentified Other 121 0 0
CI root no rank 1 Unidentified Other 116 0 0
UM Deltaproteobacteria class 28221 Bacteria 0 0 115
BE Metazoa kingdom 33208 Metazoans Other 113 0 0
CI root no rank 1 Unidentified Other 71 41 0

CTTATCCAGAA
TTTAGCTAGAA
CCTTTTCGTAT
GTCGCTACTAC
GCTAAGAACG
ATCTTTAGGAT
TTTAAGTTCAA
CCTTTCTAGGA
GTCCACGCCCT
ATCCTGTTTTC
TTTACTTCAAT
GTTGAGGAGT
CGCCCGTCGCT Crustaceans
CGCCCGTCGCT
TTTAAGTAGTA
GTCCACGCCGT
GTTGAGGAGT
TTTCTAGGAAT
TTCACTTCTTG
ATCCTATTTTTC
GTCCACGCCGT
ATCCTGTTTTT
CGTCGAGTTTG
GTCCACGCCCT
ATTATCGGGTA
GCTCAGTAGG
ATTGTCGTGAC
TTTATCATCTAA
CTTAAGTAGGC
CAAAGATTAAG
GTCCACGCCCT
CCTATCATCAC
ATTGTCGTGAC
GTCCACGCCGT
TGGATGCGTG
GTCCACACCGT Bacteroides-Cytophaga-Flexibacter gro
CCTTTCTAGCA
TGCCCGTCGCT
TTTAGCAGGAA
GTCGCTCCTAC
TATCGAGCTTA
ATTATCAGCTA
GTCCACGCCGT
GTTAAGAAGTA
GTCCACACCGT
GAATAATTAGC
CCTTTCTAGTA
GTCCACGCCCT
ACTATCAACTA
TTTAAGTAGTA
TCTAAGTAGTA
TTTATCTGCCA
ATCCTATTTTCC
TATCGAGCTTA
GTCCACGCCCT
TTTAAGTAGTG
GTCCACGCCGT Bacteroides-Cytophaga-Flexibacter gro
GTCCACGCAG
GTCCACGCCGT
GTCCACGCCCT
ACTAAGTAGTG
GTCCACACTGT Bacteroides-Cytophaga-Flexibacter gro
GTCCACGCCGT
ACGCCTTCCTG
TTTATCTAGCG
GTCCACGCCGT
CGCCCGTCGCT
ACTTTCAAGTA



TP root no rank 1 Unidentified Other 17 85 10
BU Metazoa kingdom 33208 Metazoans Other 111 0 0
CI Metazoa kingdom 33208 Metazoans Other 109 0 0
CI root no rank 1 Unidentified Other 92 16 0
BE Spirotrichea class 33829 Ciliates 0 0 107
BX root no rank 1 Unidentified Other 0 106 0
WG root no rank 1 Unidentified Other 66 40 0
CI Metazoa kingdom 33208 Metazoans Other 0 104 0
CI Arthropoda phylum 6656 Arthropods Other 101 0 0
LG Gobiiformes order 1489878 Gobies and sleepers Fish 36 65 0
CI root no rank 1 Unidentified Other 99 0 0
UM Hyphomicrobiales order 356 Bacteria 0 0 99
UM Bacteroidota phylum 976 Bacteria 15 16 67
UM Gammaproteobacteria class 1236 Bacteria 98 0 0
MZ Asparagales order 73496 Plants 0 25 72
UM Gammaproteobacteria class 1236 Bacteria 0 0 97
BX Hexanauplia class 72037 95 0 0
CI root no rank 1 Unidentified Other 0 0 95
CI root no rank 1 Unidentified Other 0 0 95
CI root no rank 1 Unidentified Other 70 24 0
CI root no rank 1 Unidentified Other 0 18 75
UM Gammaproteobacteria class 1236 Bacteria 0 70 23
UM Gammaproteobacteria class 1236 Bacteria 32 31 30
CI root no rank 1 Unidentified Other 0 7 85
UM Gammaproteobacteria class 1236 Bacteria 92 0 0
MZ Magnoliopsida class 3398 Angiosperms Plants 0 0 91
CI Metazoa kingdom 33208 Metazoans Other 90 0 0
UM Actinomycetes class 1760 High G+C Gram-positive bacteria Bacteria 0 0 89
UM Gammaproteobacteria class 1236 Bacteria 88 0 0
CI Metazoa kingdom 33208 Metazoans Other 0 21 66
BU root no rank 1 Unidentified Other 0 68 19
UM root no rank 1 Unidentified Other 0 0 87
CI root no rank 1 Unidentified Other 0 8 78
UM root no rank 1 Unidentified Other 0 84 0
UM Gammaproteobacteria class 1236 Bacteria 39 25 20
TP Myrtales order 41944 Plants 29 34 21
UM Bacteroidota phylum 976 Bacteria 0 0 83
CI root no rank 1 Unidentified Other 0 0 82
CI root no rank 1 Unidentified Other 80 0 0
UM Pseudomonadota phylum 1224 Purple bacteria and relatives Bacteria 80 0 0
UM Micrococcales order 85006 Bacteria 0 27 51
CI Metazoa kingdom 33208 Metazoans Other 76 0 0
BU Metazoa kingdom 33208 Metazoans Other 76 0 0
UM Desulfobacterales order 213118 Bacteria 76 0 0
BE Metazoa kingdom 33208 Metazoans Other 74 0 0
UM Rhodobacterales order 204455 Bacteria 0 25 49
CI root no rank 1 Unidentified Other 73 0 0
BX Metazoa kingdom 33208 Metazoans Other 0 70 0
TP Poeae tribe 147387 Plants 70 0 0
TP root no rank 1 Unidentified Other 70 0 0
UM Betaproteobacteria class 28216 Bacteria 53 16 0
UM Actinomycetes class 1760 High G+C Gram-positive bacteria Bacteria 0 26 43
UM root no rank 1 Unidentified Other 0 0 69
CI Metazoa kingdom 33208 Metazoans Other 68 0 0
CI Cnidaria phylum 6073 Cnidarians Other 68 0 0
BE root no rank 1 Unidentified Other 0 57 11
CI root no rank 1 Unidentified Other 0 29 38
CI root no rank 1 Unidentified Other 66 0 0
UM root no rank 1 Unidentified Other 0 18 48
UM Sphingomonadales order 204457 Bacteria 65 0 0
UM Betaproteobacteria class 28216 Bacteria 46 18 0
UM root no rank 1 Unidentified Other 64 0 0
CI root no rank 1 Unidentified Other 63 0 0
CI root no rank 1 Unidentified Other 62 0 0
BU Calanoida order 6833 0 62 0
UM Alphaproteobacteria class 28211 Bacteria 61 0 0
CI root no rank 1 Unidentified Other 0 0 61
CI Metazoa kingdom 33208 Metazoans Other 60 0 0

ATCCTGTCTTT
GTCGCTACTAC
CTTATCCAGAA
ACTTTCTAGTA
CGCCCGTCGCT
CAAAGATTAAG
TATCGAGCTTA
ATTATCGGGTA
TCTAGCAGGAA
AGCCCCAACA
TTTATCAAGTG
GTCCACGCCGT
GTCCACGCCCT Bacteroides-Cytophaga-Flexibacter gro
GTCCACGCCGT
GTTGAGGAGT
GTCCACGCCGT
CAAAGATTAAG Crustaceans
TTTAAGTAGTG
ACTTTCAAGTG
ATTATCAGGTA
GTTATCTAGCA
GTCCACGCCGT
GTCCACGCAG
TTTAAGAAGAA
GTCCACGCCGT
GTTGAGGAGT
TTTATCTGCTAA
GTCCACGCCGT
GTCCACGCCGT
GCTGTCCAGA
GTCGCTCCTAC
GTCCACGCTGT
TTTAAGTGCTA
GTCTTTGCTGT
GTCCACGCCGT
ATCCTGGTTTA
GTCCACGCCCT Bacteroides-Cytophaga-Flexibacter gro
ATTAAGTAGTA
ACTATCTAGTG
GTCCACGCCCT
GTCCACGCCGT
ATTAAGAAGAA
GTCGCTACTAC
GTCCACGCAG
CGCCCGTCGCT
GTCCACACCGT
CCTTTCAGGTA
CAAAGATTAAG
ATCCGTGTTTT
CTCCTTTTTTG
GTCCACGCCCT
GTCCACGCCGT
GTCCACGCTGT
CCTATCTTCAA
ACTTTCAGGG
CGCCCGTCGCT
TTTGTCTAGCG
GCTAAGAACG
GTCTATGCCGT
GTCCACGCCGT
GTCCACGCCCT
GTCCACGCTGT
TTTAAGTTCAA
GTTATCAAGTA
GTCGCTACTAC Crustaceans
GTCCACGCCGT
TTTAAGTAGTA
TTTATCTGATTC



CI Metazoa kingdom 33208 Metazoans Other 59 0 0
CI root no rank 1 Unidentified Other 0 24 34
CI root no rank 1 Unidentified Other 58 0 0
UM Desulfuromonadales order 69541 Bacteria 58 0 0
UM root no rank 1 Unidentified Other 0 0 58
CI root no rank 1 Unidentified Other 0 6 51
CI root no rank 1 Unidentified Other 57 0 0
MZ Magnoliopsida class 3398 Angiosperms Plants 0 21 36
CI root no rank 1 Unidentified Other 0 56 0
UM Rhodobacterales order 204455 Bacteria 0 38 18
UM Bacteroidota phylum 976 Bacteria 0 0 56
UM Gammaproteobacteria class 1236 Bacteria 0 0 56
CI root no rank 1 Unidentified Other 0 12 43
CI Metazoa kingdom 33208 Metazoans Other 55 0 0
UM root no rank 1 Unidentified Other 55 0 0
CI root no rank 1 Unidentified Other 54 0 0
UM Desulfuromonadales order 69541 Bacteria 54 0 0
UM Gammaproteobacteria class 1236 Bacteria 0 0 54
CI Metazoa kingdom 33208 Metazoans Other 23 30 0
MZ Magnoliopsida class 3398 Angiosperms Plants 0 20 33
MZ Magnoliopsida class 3398 Angiosperms Plants 53 0 0
CI root no rank 1 Unidentified Other 52 0 0
CI root no rank 1 Unidentified Other 51 0 0
XG root no rank 1 Unidentified Other 0 0 51
CI root no rank 1 Unidentified Other 0 50 0
CI root no rank 1 Unidentified Other 50 0 0
BU Metazoa kingdom 33208 Metazoans Other 50 0 0
UM Deltaproteobacteria class 28221 Bacteria 50 0 0
CI Metazoa kingdom 33208 Metazoans Other 0 0 50
LG Actinopteri class 186623 Other 49 0 0
CI root no rank 1 Unidentified Other 48 0 0
BE root no rank 1 Unidentified Other 48 0 0
BX Spirotrichea class 33829 Ciliates 48 0 0
UM Pseudomonadota phylum 1224 Purple bacteria and relatives Bacteria 0 0 48
UM Hyphomicrobiales order 356 Bacteria 0 0 48
CI root no rank 1 Unidentified Other 47 0 0
CI root no rank 1 Unidentified Other 47 0 0
WV root no rank 1 Unidentified Other 0 12 34
CI Insecta class 50557 Insects Other 0 45 0
BE Cryptophyceae class 3027 Cryptomonads Other 45 0 0
UM Bacteroidota phylum 976 Bacteria 45 0 0
UM Pseudomonadota phylum 1224 Purple bacteria and relatives Bacteria 45 0 0
CI root no rank 1 Unidentified Other 44 0 0
CI root no rank 1 Unidentified Other 44 0 0
CI Metazoa kingdom 33208 Metazoans Other 44 0 0
BU Hexanauplia class 72037 44 0 0
MZ Lamiales order 4143 Plants 0 44 0
CI Metazoa kingdom 33208 Metazoans Other 0 0 44
UM Luna-1 subcluster clade 1655489 Bacteria 0 0 44
BE root no rank 1 Unidentified Other 43 0 0
BU Haptorida order 5989 Ciliates 43 0 0
UM Bacteroidota phylum 976 Bacteria 0 43 0
CI root no rank 1 Unidentified Other 0 0 43
CI root no rank 1 Unidentified Other 24 9 9
CI root no rank 1 Unidentified Other 42 0 0
CI Metazoa kingdom 33208 Metazoans Other 0 41 0
CI root no rank 1 Unidentified Other 41 0 0
UM Rhodocyclales order 206389 Bacteria 0 9 32
MZ Malpighiales order 3646 Plants 41 0 0
WG root no rank 1 Unidentified Other 41 0 0
UM root no rank 1 Unidentified Other 0 0 41
CI root no rank 1 Unidentified Other 0 40 0
CI root no rank 1 Unidentified Other 40 0 0
UM Enterobacterales order 91347 Bacteria 0 18 22
GV Streptophyta phylum 35493 Other 40 0 0
WV Metazoa kingdom 33208 Metazoans Other 39 0 0
TP root no rank 1 Unidentified Other 17 22 0
CI root no rank 1 Unidentified Other 38 0 0

GCTCTCTAGGA
TCTCTCGGCCG
ATTATCTGGTAT
GTCCACGCCGT
GTCCACGCCGT
TTTATCAGGCA
TTTGAGTAGCA
GTTGAGGAGT
ATTAGCAGGTA
GTCCACGCCGT
GTCCACGCCGT Bacteroides-Cytophaga-Flexibacter gro
GTCCACGCCGT
ATTATCAAGTG
ACTAAGAAGA
GTCCACGCTGT
ACTATCAAGTG
GTCCACGCCGT
GTCCACGCCGT
TTTATCAGGTA
GTTGAGGAGT
GTTGAGGAGT
ATTGTCTTCTA
TCTTTCAGGTA
CCTTTTCGTGT
ATTAAGTGGTA
GTTGTCTAGTG
GTCGCTACTAC
GTCCACGCCGT
TCTTAGAAGTA
GAAACCATAAA
ATTATCAAGTA
CGCCCGTCGCA
CAAAGACTAA
GTCCACGCCCT
GTCCACGCCGT
CCTCAGGTCTA
TTTATCGGGTA
TTTACCTTTAA
ATTATCAGCTA
CGCCCGTCGCT
GTCCACGCCGT Bacteroides-Cytophaga-Flexibacter gro
GTCCACGCCGT
ATTATCAAGCA
ATTAGCTAGCG
TTTATCTAGTAA
GTCGCTACTAC Crustaceans
GTTGAGGAGT
TTTAAGAAGAA
GTCCACGCCGT
CGCCCGTCGCT
GTCGCTCCTAC
GTCCACGCCCT Bacteroides-Cytophaga-Flexibacter gro
TTTAAGTAGTA
TTTATCAGCAA
ATTATCATCTAA
TCTATCTTCAA
TCAGGTCTAAT
GTCCACGCCCT
GTTGAGGAGT
TATCGAGCTTG
GTCCACGCAG
TTTAGCTGGAA
TTTAAGTAGTG
GTCCACGCCGT
ATTGTCGTGAC
TCATTTCTCCCA
ATCCGATTTTT
ACTTTCTAGTG



WV root no rank 1 Unidentified Other 38 0 0
UM Rhodobacterales order 204455 Bacteria 38 0 0
BX Metazoa kingdom 33208 Metazoans Other 0 38 0
UM Actinomycetes class 1760 High G+C Gram-positive bacteria Bacteria 0 0 38
UM Gammaproteobacteria class 1236 Bacteria 0 0 38
UM Hyphomicrobiales order 356 Bacteria 0 0 38
CI root no rank 1 Unidentified Other 12 25 0
CI root no rank 1 Unidentified Other 37 0 0
XG root no rank 1 Unidentified Other 37 0 0
BU Hexanauplia class 72037 37 0 0
UM root no rank 1 Unidentified Other 37 0 0
UM Bacteroidota phylum 976 Bacteria 0 0 37
CI Metazoa kingdom 33208 Metazoans Other 0 0 36
CI root no rank 1 Unidentified Other 36 0 0
UM Betaproteobacteria class 28216 Bacteria 15 0 21
BX Metazoa kingdom 33208 Metazoans Other 36 0 0
TP Campanulids clade 91882 Campanulids Plants 0 36 0
BU Dinophyceae class 2864 Dinoflagellates Other 0 0 36
UM root no rank 1 Unidentified Other 35 0 0
TP root no rank 1 Unidentified Other 0 22 13
CI root no rank 1 Unidentified Other 0 0 35
CI root no rank 1 Unidentified Other 0 0 35
WV root no rank 1 Unidentified Other 0 0 35
CI root no rank 1 Unidentified Other 34 0 0
CI root no rank 1 Unidentified Other 34 0 0
BE Tintinnida order 200604 Ciliates 34 0 0
UM Rhodobacterales order 204455 Bacteria 34 0 0
CI root no rank 1 Unidentified Other 0 0 34
CI root no rank 1 Unidentified Other 0 27 6
CI root no rank 1 Unidentified Other 33 0 0
CI root no rank 1 Unidentified Other 33 0 0
CI Bacillariophyta phylum 2836 Diatoms 33 0 0
BE root no rank 1 Unidentified Other 0 33 0
BU Tintinnida order 200604 Ciliates 33 0 0
UM root no rank 1 Unidentified Other 0 11 22
TP Poeae tribe 147387 Plants 33 0 0
UM Bacteria 2 Eubacteria Other 0 0 33
CI Florideophyceae class 2806 Red algae 25 7 0
CI root no rank 1 Unidentified Other 32 0 0
YG Chordata phylum 7711 Chordates Other 32 0 0
BU root no rank 1 Unidentified Other 0 32 0
UM root no rank 1 Unidentified Other 32 0 0
UM Rhodobacterales order 204455 Bacteria 32 0 0
UM Alphaproteobacteria class 28211 Bacteria 0 0 32
CI Trichoptera order 30263 Caddisflies Insects 0 31 0
CI Florideophyceae class 2806 Red algae 31 0 0
CI root no rank 1 Unidentified Other 31 0 0
UM Pseudomonadota phylum 1224 Purple bacteria and relatives Bacteria 31 0 0
UM Pseudomonadota phylum 1224 Purple bacteria and relatives Bacteria 31 0 0
TP root no rank 1 Unidentified Other 17 0 14
UM Bacteroidota phylum 976 Bacteria 0 0 31
UM root no rank 1 Unidentified Other 0 0 31
UM Burkholderiales order 80840 Bacteria 0 0 31
BU Metazoa kingdom 33208 Metazoans Other 30 0 0
UM Enterobacterales order 91347 Bacteria 0 12 18
UM Pseudomonadota phylum 1224 Purple bacteria and relatives Bacteria 30 0 0
UM Pseudomonadota phylum 1224 Purple bacteria and relatives Bacteria 30 0 0
WG root no rank 1 Unidentified Other 0 30 0
CI root no rank 1 Unidentified Other 0 0 30
CI root no rank 1 Unidentified Other 0 0 30
CI root no rank 1 Unidentified Other 29 0 0
BE Metazoa kingdom 33208 Metazoans Other 29 0 0
UM Pseudomonadota phylum 1224 Purple bacteria and relatives Bacteria 29 0 0
UM Cytophagales order 768507 Bacteria 29 0 0
UM Pseudomonadota phylum 1224 Purple bacteria and relatives Bacteria 29 0 0
BX root no rank 1 Unidentified Other 29 0 0
CI root no rank 1 Unidentified Other 0 0 29
UM root no rank 1 Unidentified Other 0 0 29

TGCTCCATGAT
GTCCACACCGT
CAAAGATTAAG
GTCCACGCCGT
GTCCACGCCGT
GTCCACGCTGT
ATTATCAGGTA
GCTAAGAACG
ACCATGAACAG
GTCGCTACTAC Crustaceans
GTCCACGCCGT
GTCCACGCCGT Bacteroides-Cytophaga-Flexibacter gro
TGTCAACGAAT
ATTATCATCAAT
GTCCACGCCCT
CAAAGATTAAG
ATCCTGTTTTC
GTCGCTCCTAC
GTCCACGCCGT
ATCCAGTTTTT
ACTAAGTAGTA
GTTAAGTAGTG
TTTATCAGACA
TTTAAGTAGCA
GTTATCTTCAA
CGCCCGTCGCT
GTCCACGCCGT
ATTAGCTGGAA
ATTATCATCAAT
ATTGTCAAGTA
GTTATCGTTGA
TTTGTCAAGTG Heterokont 
CGCCCGTCGCT
GTCGCTCCTAC
GTCCACGCTGT
ATCCTTGTTTT
GTCCACGCCAT superkingdo
TTTAAGTTCAA
TTTATCAGGAA
CCTCCCTCGGC
GTCGCTCCTAC
GTCCACGCCGT
GTCCACGCCGT
GTCCACGCCGT
TTTCTAGCAAT
ATTAAGTGCGA
ATTATCTAGTG
GTCCACGCCGT
GTCCACGCCGT
ATCCTATTTTTC
GTCCACACCGT Bacteroides-Cytophaga-Flexibacter gro
GTCCACGCCGT
GTCCACGCCCT
GTCGCTACTAC
GTCCACGCCGT
GTCCACGCCGT
GTCCACGCCGT
TATAGATCTTTA
TTTATCAGGCA
ATTAGCTAGTG
ACTATCAAGTG
CGCCCGTCGCT
GTCCACGCCGT
GTCCACGCCGT
GTCCACGCCGT
CAAAGATTAAG
ATTAAGTGGTA
GTCCACGCCGT



UM Eubacteriales order 186802 Bacteria 0 0 29
CI root no rank 1 Unidentified Other 0 28 0
CI root no rank 1 Unidentified Other 0 28 0
CI root no rank 1 Unidentified Other 28 0 0
BE Arthropoda phylum 6656 Arthropods Other 28 0 0
UM Pseudomonadota phylum 1224 Purple bacteria and relatives Bacteria 28 0 0
UM Gammaproteobacteria class 1236 Bacteria 28 0 0
UM Pseudomonadota phylum 1224 Purple bacteria and relatives Bacteria 28 0 0
TP Saxifragales order 41946 Plants 0 28 0
WV root no rank 1 Unidentified Other 0 0 28
UM root no rank 1 Unidentified Other 0 0 28
CI root no rank 1 Unidentified Other 0 27 0
CI Metazoa kingdom 33208 Metazoans Other 0 27 0
CI root no rank 1 Unidentified Other 0 5 22
CI Actinopteri class 186623 Other 0 27 0
CI root no rank 1 Unidentified Other 27 0 0
BU Cryptophyceae class 3027 Cryptomonads Other 27 0 0
UM Pseudomonadota phylum 1224 Purple bacteria and relatives Bacteria 18 9 0
UM Acidobacteriota phylum 57723 Bacteria 12 5 10
UM Pseudomonadota phylum 1224 Purple bacteria and relatives Bacteria 0 0 27
CI root no rank 1 Unidentified Other 26 0 0
BE Hexanauplia class 72037 26 0 0
BU Collembola class 30001 Snow fleas Other 16 10 0
UM Myxococcales order 29 Fruiting gliding bacteria Bacteria 0 26 0
UM root no rank 1 Unidentified Other 26 0 0
TP root no rank 1 Unidentified Other 0 26 0
TP Asclepiadeae tribe 167488 Plants 0 26 0
UM root no rank 1 Unidentified Other 0 0 26
CI root no rank 1 Unidentified Other 25 0 0
CI root no rank 1 Unidentified Other 25 0 0
CI root no rank 1 Unidentified Other 25 0 0
CI Metazoa kingdom 33208 Metazoans Other 25 0 0
YG root no rank 1 Unidentified Other 25 0 0
BE Hexanauplia class 72037 25 0 0
BU root no rank 1 Unidentified Other 25 0 0
BU Spionida order 46589 Worms 25 0 0
UM Planctomycetota phylum 203682 Bacteria 0 18 7
UM Saprospiria class 1937959 Bacteria 25 0 0
UM Rhodocyclales order 206389 Bacteria 25 0 0
BX Spirotrichea class 33829 Ciliates 0 25 0
WG root no rank 1 Unidentified Other 25 0 0
UM Sphingomonadales order 204457 Bacteria 0 0 25
CI Gobiiformes order 1489878 Gobies and sleepers Fish 0 17 7
CI root no rank 1 Unidentified Other 0 16 8
CI Metazoa kingdom 33208 Metazoans Other 8 16 0
CI root no rank 1 Unidentified Other 16 8 0
CI root no rank 1 Unidentified Other 24 0 0
CI root no rank 1 Unidentified Other 24 0 0
WV Metazoa kingdom 33208 Metazoans Other 24 0 0
EA root no rank 1 Unidentified Other 24 0 0
BU Ploima order 84394 Rotifers 0 8 16
UM root no rank 1 Unidentified Other 0 24 0
WG root no rank 1 Unidentified Other 24 0 0
CI Metazoa kingdom 33208 Metazoans Other 0 0 24
WV root no rank 1 Unidentified Other 0 0 24
UM Actinomycetes class 1760 High G+C Gram-positive bacteria Bacteria 0 0 24
CI root no rank 1 Unidentified Other 0 23 0
CI root no rank 1 Unidentified Other 7 16 0
CI root no rank 1 Unidentified Other 23 0 0
CI root no rank 1 Unidentified Other 23 0 0
CI root no rank 1 Unidentified Other 23 0 0
CI root no rank 1 Unidentified Other 23 0 0
CI root no rank 1 Unidentified Other 23 0 0
BU Symphypleona order 79705 Springtails 0 23 0
BU Bacillariophyta phylum 2836 Diatoms 23 0 0
BU Magnoliopsida class 3398 Angiosperms Plants 23 0 0
UM root no rank 1 Unidentified Other 23 0 0
UM Bacteroidota phylum 976 Bacteria 23 0 0

GTCCGTGCCGT
ATTAAGTAGTC
ACTTTCAGGTA
TTTATCAGGTA
CGCCCGTCGCT
GTCCACGCCGT
GTCCACGCCGT
GTCCACGCCGT
ATCCTGTTTTC
TTTACCTTACTT
GTCCACGCTAT
TACTCTTTCATA
TCTTTCAAGAA
TTTAAGTGCTT
CCTATCTAGCA
TTTATCAAGTG
GTCGCTCCTAC
GTCCACGCCCT
GTCCTGGCCCT
GTCCACGCCCT
ATTATCTTCTAA
CGCCCGTCGCT Crustaceans
GTCGCTACTAC
GTCCACGCCGT
GTCCACGCCGT
ATGCTATTTTCT
ATCCTATTTTCC
GTCCTAGCCGT
ATTATCTAGTG
GTTAGCTGGTA
GTTATCAAGTT
CCTATCTAGAA
CGGCAGCACC
CGCCCGTCGCT Crustaceans
GTCGCTCCTAC
GTCGCTACTAC
GTCCTAGCCGT
GTCCACGCCCT
GTCCACGCCCT
CAAAGACTAA
CACAAAACTTA
GTCCACGCCGT
TTATCAGGCAA
TTTATCAAGTG
TCTCTCAGCAG
TTTATCAGGTA
ATTAGCGAGTG
TTTAGCTGGTA
TTCAGGAATAA
ACGCTTTCATT
GTCGCTACTAC
GTCCACGCCGT
CATAAAACTTA
ATTATCTTCTAG
TTTATTTATAAT
GTCCACGCCGT
ATTAAGTTCTG
GCTTAGTAGTA
GTTATCTGGTA
ACTAAGTAGTG
GTTAGCAGGTA
ACTATCATCAA
TCTTTCAGGTA
GTCGCTACTAC
GTCGCACCTAC Heterokont 
GTCGCTCCTAC
GTCCCAGCCGT
GTCCACGCCGT Bacteroides-Cytophaga-Flexibacter gro



LG Galaxiiformes order 51241 Galaxiids Fish 0 0 23
UM root no rank 1 Unidentified Other 0 0 23
UM Bacteroidota phylum 976 Bacteria 0 0 23
CI root no rank 1 Unidentified Other 0 8 14
BE Spionida order 46589 Worms 22 0 0
BU root no rank 1 Unidentified Other 22 0 0
BX Metazoa kingdom 33208 Metazoans Other 0 22 0
GV Agrostidinae subtribe 640621 Plants 22 0 0
WV root no rank 1 Unidentified Other 0 0 22
UM root no rank 1 Unidentified Other 0 0 22
UM Sphingomonadales order 204457 Bacteria 0 0 22
UM Bacillota phylum 1239 Low GC Gram+ Bacteria 0 0 22
UM Hyphomicrobiales order 356 Bacteria 0 0 22
UM Pseudomonadota phylum 1224 Purple bacteria and relatives Bacteria 0 0 22
CI root no rank 1 Unidentified Other 21 0 0
BU root no rank 1 Unidentified Other 21 0 0
UM root no rank 1 Unidentified Other 21 0 0
UM Alteromonadales order 135622 Bacteria 21 0 0
UM Bacteroidota phylum 976 Bacteria 13 0 8
GV Magnoliopsida class 3398 Angiosperms Plants 0 21 0
GV Magnoliopsida class 3398 Angiosperms Plants 0 0 21
UM Sphingomonadales order 204457 Bacteria 0 0 21
UM Eubacteriales order 186802 Bacteria 0 0 21
CI root no rank 1 Unidentified Other 0 11 9
CI Chordata phylum 7711 Chordates Other 0 9 11
CI root no rank 1 Unidentified Other 20 0 0
BU unclassified Strombidium no rank 2315903 Ciliates 20 0 0
UM Pseudomonadota phylum 1224 Purple bacteria and relatives Bacteria 0 20 0
UM Deltaproteobacteria class 28221 Bacteria 0 20 0
UM Gammaproteobacteria class 1236 Bacteria 20 0 0
TP root no rank 1 Unidentified Other 8 0 12
GV Streptophyta phylum 35493 Other 20 0 0
CI root no rank 1 Unidentified Other 19 0 0
BU Ciliophora phylum 5878 Ciliates Other 13 6 0
BU Philasterida order 198613 Ciliates 19 0 0
BU Sphingomonadales order 204457 Bacteria 0 0 19
UM Bacteroidota phylum 976 Bacteria 0 19 0
GV Streptophyta phylum 35493 Other 9 10 0
CI root no rank 1 Unidentified Other 0 0 19
CI Metazoa kingdom 33208 Metazoans Other 0 0 19
UM Pseudomonadota phylum 1224 Purple bacteria and relatives Bacteria 0 0 19
UM root no rank 1 Unidentified Other 0 0 19
CI root no rank 1 Unidentified Other 0 18 0
CI root no rank 1 Unidentified Other 0 0 18
CI root no rank 1 Unidentified Other 18 0 0
CI root no rank 1 Unidentified Other 18 0 0
BE Haptorida order 5989 Ciliates 18 0 0
UM Planctomycetota phylum 203682 Bacteria 0 18 0
UM root no rank 1 Unidentified Other 18 0 0
UM root no rank 1 Unidentified Other 0 0 18
UM Planctomycetia class 203683 Bacteria 0 0 18
MZ Magnoliopsida class 3398 Angiosperms Plants 0 0 18
CI Metazoa kingdom 33208 Metazoans Other 0 17 0
CI root no rank 1 Unidentified Other 17 0 0
CI root no rank 1 Unidentified Other 17 0 0
CI root no rank 1 Unidentified Other 17 0 0
UM Gammaproteobacteria class 1236 Bacteria 17 0 0
CI root no rank 1 Unidentified Other 0 0 17
CI root no rank 1 Unidentified Other 0 0 17
CI root no rank 1 Unidentified Other 0 0 17
BE Dinophyceae class 2864 Dinoflagellates Other 0 0 17
UM root no rank 1 Unidentified Other 0 0 17
UM Rhodobacterales order 204455 Bacteria 0 0 17
CI Insecta class 50557 Insects Other 0 16 0
CI Tubificida order 2937015 Worms 0 0 16
CI root no rank 1 Unidentified Other 0 16 0
CI root no rank 1 Unidentified Other 16 0 0
CI root no rank 1 Unidentified Other 16 0 0

GAATAATTAGC
GTCCTAGCTGT
GTCCACGCCGT Bacteroides-Cytophaga-Flexibacter gro
ATTAAGTAGTA
CGCCCGTCGCT
GTCGCACCTAC
CAAAGATTAAG
ATTGTCGTGAC
TTTACCATAAA
GTCCACGCCCT
GTCCACGCCGT
GTCCACGCCGT
GTCCACGCCGT
GTCCACGCCGT
TTTGTCAAGTG
GTCGCTACTTC
GTCCACGCCGT
GTCCACGCCGT
GTCCACACTGT Bacteroides-Cytophaga-Flexibacter gro
ATTGTCGAGAC
ATTACCGAATC
GTCCACGCCGT
GTCCACACCGT
GTTGTCAACAA
TTTATCAGGAA
TTTGTCAAGCG
GTCGCTCCTAC
GTCCACGCCCT
GTCCACGCTGT
GTCCACGCCGT
ATCCTATTTTTC
ATTGTCGTGAC
GTTATCGAGTA
GTCGCTCCTAC
GTCGCTCCTAC
GTCACACCATG
GTCCACACTGT Bacteroides-Cytophaga-Flexibacter gro
ATTGTCGAAAC
ACTATCTTCAA
ACTTAGTAGAG
GTCCACGCCCT
GTCTACGCTGT
TTTGTCAAGTA
TTTGAGTGCGT
ATTATCAAGCG
ATTAAGTGGCG
CGCCCGTCGCT
GTCCTAGCCGT
GTCCACGCCGT
GTCCACGCCCT
GTCCTAGCCGT
GTTGAGGAGT
TCTCTCAGCAG
TTTATCAAGCG
TTTAAGTAGTG
GTTAAGTAGTG
GTCCACGCCGT
ACTTTCATCTAT
ATTAGCAGGTA
ATTAAGTAGTG
CGCCCGTCGCT
GTCCACGCCGT
GTCCACGCCGT
TCTTTCTTCAG
ATTAGCAAGAA
ATTATCAAGTA
TTATCTGGTATT
ATTAGCGTCAA



CI root no rank 1 Unidentified Other 16 0 0
CI Metazoa kingdom 33208 Metazoans Other 16 0 0
CI root no rank 1 Unidentified Other 16 0 0
CI root no rank 1 Unidentified Other 16 0 0
CI root no rank 1 Unidentified Other 16 0 0
CI root no rank 1 Unidentified Other 16 0 0
BE Collembola class 30001 Snow fleas Other 0 16 0
BE Gymnodiniales order 2953 16 0 0
BU unclassified Tintinnopsis no rank 2685132 Ciliates 16 0 0
UM root no rank 1 Unidentified Other 0 16 0
UM Rhizobium/Agrobacterium group no rank 227290 Bacteria 0 16 0
UM Pseudomonadota phylum 1224 Purple bacteria and relatives Bacteria 16 0 0
UM Chitinophagia class 1853228 Bacteria 16 0 0
UM root no rank 1 Unidentified Other 16 0 0
BX Cryptophyceae class 3027 Cryptomonads Other 0 16 0
BX Spionida order 46589 Worms 16 0 0
TP commelinids clade 4734 Plants 16 0 0
GV Magnoliopsida class 3398 Angiosperms Plants 0 10 6
WG root no rank 1 Unidentified Other 0 16 0
WG root no rank 1 Unidentified Other 16 0 0
CI Metazoa kingdom 33208 Metazoans Other 0 0 16
BU root no rank 1 Unidentified Other 0 0 16
UM root no rank 1 Unidentified Other 0 0 16
MZ Magnoliopsida class 3398 Angiosperms Plants 0 0 16
CI root no rank 1 Unidentified Other 0 15 0
CI root no rank 1 Unidentified Other 15 0 0
YG root no rank 1 Unidentified Other 15 0 0
BE Bacillariophyta phylum 2836 Diatoms 15 0 0
UM Pseudomonadota phylum 1224 Purple bacteria and relatives Bacteria 0 15 0
UM root no rank 1 Unidentified Other 15 0 0
UM root no rank 1 Unidentified Other 15 0 0
BX root no rank 1 Unidentified Other 15 0 0
BX Bacillariophyceae class 33849 Raphid; pennate diatoms Diatoms 15 0 0
GV Embryophyta clade 3193 Higher plants Other 15 0 0
CI root no rank 1 Unidentified Other 0 0 15
CI root no rank 1 Unidentified Other 0 0 15
CI root no rank 1 Unidentified Other 0 0 15
CI root no rank 1 Unidentified Other 0 0 15
BE root no rank 1 Unidentified Other 0 0 15
BU root no rank 1 Unidentified Other 0 0 15
BU root no rank 1 Unidentified Other 0 0 15
UM Pseudomonadota phylum 1224 Purple bacteria and relatives Bacteria 0 0 15
UM Bacteroidota phylum 976 Bacteria 0 0 15
UM Micrococcales order 85006 Bacteria 0 0 15
CI root no rank 1 Unidentified Other 0 14 0
CI Metazoa kingdom 33208 Metazoans Other 0 14 0
CI root no rank 1 Unidentified Other 9 5 0
CI root no rank 1 Unidentified Other 0 14 0
CI root no rank 1 Unidentified Other 14 0 0
CI root no rank 1 Unidentified Other 14 0 0
CI root no rank 1 Unidentified Other 14 0 0
CI root no rank 1 Unidentified Other 14 0 0
CI root no rank 1 Unidentified Other 14 0 0
CI Metazoa kingdom 33208 Metazoans Other 14 0 0
CI Metazoa kingdom 33208 Metazoans Other 14 0 0
CI root no rank 1 Unidentified Other 14 0 0
WV root no rank 1 Unidentified Other 14 0 0
YG Chordata phylum 7711 Chordates Other 14 0 0
BE Spirotrichea class 33829 Ciliates 14 0 0
BU Metazoa kingdom 33208 Metazoans Other 14 0 0
BU unclassified Oithona no rank 2644776 14 0 0
UM Cytophagales order 768507 Bacteria 14 0 0
UM Sphingomonadales order 204457 Bacteria 14 0 0
UM Micrococcales order 85006 Bacteria 14 0 0
TP Mesangiospermae clade 1437183 Plants 14 0 0
CI root no rank 1 Unidentified Other 0 0 14
BU Sessilida order 1974272 Ciliates 0 0 14
BU Intramacronucleata subphylum 431838 Ciliates 0 0 14

ATTATCTGGAG
TTTGGCAGGA
ATTATCATCTAT
TCTTTCAGGAG
GTTATCATCTAA
ATTATCAAGTG
CGCCCGTCGCT
CGCCCGTCGCT Dinoflagellat
GTCGCTACTAC
GTCCACGCTGT
GTCCACGCCGT
GTCCACGCTGT
GTCCACGCCCT
GTCCACGCCGT
TAAGGATTAAG
CAAAGACTAA
ATCCTTATTTTG
ATTGTCGAAAC
CAACACAGGC
ACATGTACTTC
ACTATCTGCAG
GTCGCACCTAC
GTCCACGCCCT
GTTGAGGACT
ATTATCTACAG
TTTATCAAGCG
GTACCAGCCAA
CGCCCGTCGCA Heterokont 
GTCCACGCCAT
GTCCACGCCGT
GTCCTAGCTGT
CAAAGATTAAG
CAAAGACTAA
ATTGTCGATAT
ATTATCAGGTA
CTCGTCATGTT
TTTAAGTAGCG
TTAAGTGCTTT
CGCCCGTCGCA
GTCGCACCTAC
GTCACATCATG
GTCCACGCTGT
GTCCACGCCCT Bacteroides-Cytophaga-Flexibacter gro
GTCCACGCCGT
ACTTTCAAGTA
TTTATCAGGCA
TTTAAGTAGTA
TTTAAGTGGAA
ATTATCAGCAA
TTTATCAGGTA
GCTATCTAGTG
TTTATCAAGTA
TTTAAGTAGTG
TTTATCCTCAAT
ACTTTCAGGTA
GTTGTCAAGCA
ATCAGCTTGGC
CACACTGACCA
CGCCCGTCGCT
GTCGCTACTAC
GTCGCTACTAC Crustaceans
GTCCACGCCGT
GTCCACGCCGT
GTCCACGCCGT
ATCACGTTTTC
ATTATCAAGTG
GTCGCTTTTAC
GTCGCTCCTAC



BU Alphaproteobacteria class 28211 Bacteria 0 0 14
BU root no rank 1 Unidentified Other 0 0 14
BU Chrysophyceae class 2825 Chrysomonads 0 0 14
UM Alphaproteobacteria class 28211 Bacteria 0 0 14
UM Bacteroidota phylum 976 Bacteria 0 0 14
CI root no rank 1 Unidentified Other 0 13 0
CI root no rank 1 Unidentified Other 0 13 0
CI root no rank 1 Unidentified Other 0 13 0
CI Metazoa kingdom 33208 Metazoans Other 13 0 0
CI root no rank 1 Unidentified Other 13 0 0
CI root no rank 1 Unidentified Other 13 0 0
CI Metazoa kingdom 33208 Metazoans Other 13 0 0
CI root no rank 1 Unidentified Other 13 0 0
CI root no rank 1 Unidentified Other 13 0 0
YG Chordata phylum 7711 Chordates Other 13 0 0
BU Peritrichia subclass 6021 Ciliates 13 0 0
UM Deltaproteobacteria class 28221 Bacteria 0 13 0
UM root no rank 1 Unidentified Other 13 0 0
TP PACMAD clade clade 147370 Plants 13 0 0
CI Metazoa kingdom 33208 Metazoans Other 0 0 13
CI root no rank 1 Unidentified Other 0 0 13
CI root no rank 1 Unidentified Other 0 0 13
CI Metazoa kingdom 33208 Metazoans Other 0 0 13
BU Pseudomonadota phylum 1224 Purple bacteria and relatives Bacteria 0 0 13
UM Alteromonadales order 135622 Bacteria 0 0 13
UM root no rank 1 Unidentified Other 0 0 13
UM Bacteroidota phylum 976 Bacteria 0 0 13
UM root no rank 1 Unidentified Other 0 0 13
UM root no rank 1 Unidentified Other 0 0 13
UM Magnoliopsida class 3398 Angiosperms Plants 0 0 13
UM Planctomycetota phylum 203682 Bacteria 0 0 13
UM Bacteroidota phylum 976 Bacteria 0 0 13
UM Myxococcales order 29 Fruiting gliding bacteria Bacteria 0 0 13
UM Actinomycetota phylum 201174 Bacteria 0 0 13
CI Metazoa kingdom 33208 Metazoans Other 0 12 0
CI root no rank 1 Unidentified Other 0 12 0
CI root no rank 1 Unidentified Other 12 0 0
CI root no rank 1 Unidentified Other 12 0 0
CI root no rank 1 Unidentified Other 12 0 0
CI root no rank 1 Unidentified Other 12 0 0
CI root no rank 1 Unidentified Other 12 0 0
CI Metazoa kingdom 33208 Metazoans Other 12 0 0
CI root no rank 1 Unidentified Other 12 0 0
BE Cryptophyceae class 3027 Cryptomonads Other 0 12 0
BE unclassified Strombidium no rank 2315903 Ciliates 12 0 0
BU Oligohymenophorea class 6020 Ciliates 0 12 0
BU Eukaryota 2759 Eucaryotes Other 0 12 0
BU root no rank 1 Unidentified Other 12 0 0
BU root no rank 1 Unidentified Other 12 0 0
UM root no rank 1 Unidentified Other 0 12 0
UM root no rank 1 Unidentified Other 12 0 0
UM root no rank 1 Unidentified Other 12 0 0
UM root no rank 1 Unidentified Other 12 0 0
UM Alphaproteobacteria class 28211 Bacteria 12 0 0
UM root no rank 1 Unidentified Other 12 0 0
UM Burkholderiales order 80840 Bacteria 12 0 0
TP Epilobieae tribe 1585433 Plants 12 0 0
CI Metazoa kingdom 33208 Metazoans Other 0 0 12
CI Annelida phylum 6340 Annelid worms Other 0 0 12
CI root no rank 1 Unidentified Other 0 0 12
CI root no rank 1 Unidentified Other 0 0 12
WV root no rank 1 Unidentified Other 0 0 12
BU root no rank 1 Unidentified Other 0 0 12
CI root no rank 1 Unidentified Other 0 11 0
CI root no rank 1 Unidentified Other 0 11 0
CI root no rank 1 Unidentified Other 0 11 0
CI Metazoa kingdom 33208 Metazoans Other 0 11 0
CI root no rank 1 Unidentified Other 0 11 0

GTCACACCATG
GTCGCACCTAC
GTCGCACCTAC Heterokont 
GTCCACGCCGT
GTCCACGCCCT Bacteroides-Cytophaga-Flexibacter gro
TTTAAGTGCGA
TTTAAGTGCTA
TTTAAGTGGGA
TTGAGGGCAA
GTTATCTAGTG
CCTTTCTGGAA
CTTGAGTTCAA
TTTAAGTAGTA
TTTATCTGGTAT
GCCGAGCGTG
GTCGCTTTTAC
GTCCGCGCTGT
GTCCACGCTGT
ATCCCTTTTTTG
TCTAGCTGGGA
TCTAAGTAGTA
ATTGTCTAGCA
TCCAGCTCCAC
GTCACACCATG
GTCCACGCCGT
GTCCACGCCGT
GTCCACGCCCT Bacteroides-Cytophaga-Flexibacter gro
GTCCACGCTGT
GTCCTAGCTGT
GTCCATGCCGT
GTCCTGGCCGT
GTCCACGCCAT Bacteroides-Cytophaga-Flexibacter gro
GTCCACGCTGT
GTCCACGCCGT
TACTCATTGAT
TCTTTCTGGTA
ATTAAGTAGTG
GCTTTCTGGTA
TTTATCAAGTA
GCTATCAAGTG
TCTTTCAGGTA
CTTGAGGGCA
ATTATCTAGTG
CGCCCGTCGCT
CGCCCGTCGCT
GTCGCTTTTAC
GTCGCTACTAC superkingdo
GTCGCTACTAC
GTCGCACCTAC
GTCCTAGCTGT
GTCCATGCCTT
GTCCTAGCTGT
GTCCACGCCGT
GTCCACGCCGT
GTCCATACTGT
GTCCACGCCCT
ATCCTATTTTAC
TTTATCTAATTC
ACTATCAAGAA
ATTAGCAAGTG
GTTAAGTAGTG
TTTATTTTAAAA
GTCGCACCTAC
ATTAAGTAGTA
TTTAAGTAGTA
CTTGGCTAGCA
TCTGTCCTCTG
TTTGAGTGCGT



CI root no rank 1 Unidentified Other 0 0 11
CI root no rank 1 Unidentified Other 11 0 0
CI Lepidoptera order 7088 Butterflies and moths Insects 11 0 0
CI root no rank 1 Unidentified Other 11 0 0
CI Chromadorea class 119089 11 0 0
CI root no rank 1 Unidentified Other 11 0 0
CI root no rank 1 Unidentified Other 11 0 0
CI root no rank 1 Unidentified Other 11 0 0
CI Metazoa kingdom 33208 Metazoans Other 11 0 0
CI root no rank 1 Unidentified Other 11 0 0
BE Magnoliopsida class 3398 Angiosperms Plants 11 0 0
BE root no rank 1 Unidentified Other 11 0 0
UM Spirochaetia class 203692 Bacteria 0 11 0
UM root no rank 1 Unidentified Other 0 11 0
UM Bacteroidota phylum 976 Bacteria 0 11 0
UM root no rank 1 Unidentified Other 0 11 0
UM Pseudonocardiales order 85010 Bacteria 11 0 0
UM Actinomycetes class 1760 High G+C Gram-positive bacteria Bacteria 11 0 0
UM root no rank 1 Unidentified Other 11 0 0
UM root no rank 1 Unidentified Other 11 0 0
UM root no rank 1 Unidentified Other 11 0 0
UM root no rank 1 Unidentified Other 11 0 0
UM Pseudomonadota phylum 1224 Purple bacteria and relatives Bacteria 11 0 0
UM root no rank 1 Unidentified Other 11 0 0
UM Cytophagales order 768507 Bacteria 11 0 0
UM Gammaproteobacteria class 1236 Bacteria 11 0 0
TP root no rank 1 Unidentified Other 11 0 0
WG root no rank 1 Unidentified Other 11 0 0
CI root no rank 1 Unidentified Other 0 0 11
CI root no rank 1 Unidentified Other 0 0 11
CI root no rank 1 Unidentified Other 0 0 11
BE root no rank 1 Unidentified Other 0 0 11
BU Enterobacterales order 91347 Bacteria 0 0 11
BU Stichotrichia subclass 194286 Ciliates 0 0 11
UM root no rank 1 Unidentified Other 0 0 11
UM root no rank 1 Unidentified Other 0 0 11
TP root no rank 1 Unidentified Other 0 0 11
CI root no rank 1 Unidentified Other 0 10 0
CI root no rank 1 Unidentified Other 0 10 0
CI root no rank 1 Unidentified Other 0 10 0
CI Arthropoda phylum 6656 Arthropods Other 0 10 0
CI root no rank 1 Unidentified Other 0 0 10
CI root no rank 1 Unidentified Other 0 10 0
CI Polydesmida order 71419 Other 0 0 10
CI root no rank 1 Unidentified Other 10 0 0
CI Metazoa kingdom 33208 Metazoans Other 10 0 0
CI root no rank 1 Unidentified Other 10 0 0
CI root no rank 1 Unidentified Other 10 0 0
BE Metazoa kingdom 33208 Metazoans Other 10 0 0
BU Fungi kingdom 4751 Other 0 10 0
BU Alphaproteobacteria class 28211 Bacteria 0 10 0
UM Actinomycetes class 1760 High G+C Gram-positive bacteria Bacteria 0 10 0
UM root no rank 1 Unidentified Other 0 10 0
UM Bacteroidota phylum 976 Bacteria 10 0 0
MZ Magnoliopsida class 3398 Angiosperms Plants 10 0 0
WG root no rank 1 Unidentified Other 10 0 0
CI root no rank 1 Unidentified Other 0 0 10
CI root no rank 1 Unidentified Other 0 0 10
WV root no rank 1 Unidentified Other 0 0 10
BE Bacillariophyceae class 33849 Raphid; pennate diatoms Diatoms 0 0 10
BU root no rank 1 Unidentified Other 0 0 10
UM Pseudomonadota phylum 1224 Purple bacteria and relatives Bacteria 0 0 10
UM root no rank 1 Unidentified Other 0 0 10
UM root no rank 1 Unidentified Other 0 0 10
UM Bacteroidota phylum 976 Bacteria 0 0 10
CI root no rank 1 Unidentified Other 0 9 0
CI root no rank 1 Unidentified Other 0 9 0
CI root no rank 1 Unidentified Other 0 9 0

TTTAGCTTCTAT
ATTGTCAAGTG
ACTTTCATCTA
ATTAAGTAGTG
TTTAAGTACTT Roundworm
ACTGGCAGGT
GTTATCAAATG
TTTGTCAAGTG
CTATCTTCAAC
TCTTTCGGGTA
CGCCCGTCGCT
CGCCCGTCGCT
GTCTATGCTGT
GTCCACGCTGT
GTCCACGCCGT Bacteroides-Cytophaga-Flexibacter gro
GTCCACGCCCT
GTCCACGCCGT
GTCCATGCCGT
GTCCCGGCAG
GTCCACGCTGT
GTCCACGCCGT
GTCCACGCCGT
GTCCACGCCGT
GTCCACGCCGT
GTCCACGCCGT
GTCCACGCCGT
ATCTTTATTTTT
AGTGCCATCGG
TCTAAGTACAA
TTTATCTGGAA
TACAGGGACA
CGCCCGTCGCA
GTCACACCATG
GTCGCTCCTAC
GTCTACGCTGT
GTCCACACTGT
ATACCGTTTTG
ATTATCAGGTA
ATTATCAGGAA
TTTAAGTTCTA
TTTATCTGCAG
TTTAAGTAGTG
TTTAAGTGCAA
TTTAGCTTCTA
TTTAGCTAGTA
TTTATCAGACT
CTTATCTGGTAT
TTTATCAGGTA
CGCCCGTCGCT
GTCGCTAGTAC
GTCACACCATG
GTCCACGCCGT
GTCCACGCCGT
GTCCACACTGT Bacteroides-Cytophaga-Flexibacter gro
GTTGAGGAGT
TATAGAGCTTA
TACAGGGACA
ATTAAGTAGTA
TTAATTCCTATG
CGCCCGTCGCA
GTCGCACCTAC
GTCCACGCCCT
GTCCACGCCGT
GTCCATGCCGT
GTCCGCACCGT Bacteroides-Cytophaga-Flexibacter gro
ATTATCGGGTA
GTTAAGTAGTA
CCCGTCAGCAA



CI root no rank 1 Unidentified Other 0 9 0
CI root no rank 1 Unidentified Other 0 9 0
CI Metazoa kingdom 33208 Metazoans Other 9 0 0
CI Chordata phylum 7711 Chordates Other 9 0 0
CI root no rank 1 Unidentified Other 9 0 0
CI Metazoa kingdom 33208 Metazoans Other 9 0 0
CI Lepidoptera order 7088 Butterflies and moths Insects 9 0 0
CI root no rank 1 Unidentified Other 9 0 0
CI Metazoa kingdom 33208 Metazoans Other 9 0 0
CI Balanomorpha order 2899670 9 0 0
CI root no rank 1 Unidentified Other 9 0 0
WV Metazoa kingdom 33208 Metazoans Other 9 0 0
BE Choreotrichia subclass 141411 Ciliates 0 9 0
BE root no rank 1 Unidentified Other 9 0 0
BU Choreotrichida order 200605 Ciliates 0 9 0
BU root no rank 1 Unidentified Other 0 9 0
BU root no rank 1 Unidentified Other 0 9 0
BU Dinophyceae class 2864 Dinoflagellates Other 9 0 0
UM Bacteroidota phylum 976 Bacteria 0 9 0
UM root no rank 1 Unidentified Other 0 9 0
UM Sphingomonadales order 204457 Bacteria 0 9 0
UM root no rank 1 Unidentified Other 0 9 0
UM root no rank 1 Unidentified Other 0 9 0
UM root no rank 1 Unidentified Other 0 9 0
UM root no rank 1 Unidentified Other 0 9 0
UM Viridiplantae kingdom 33090 Green plants Other 0 9 0
UM Planctomycetia class 203683 Bacteria 0 9 0
UM root no rank 1 Unidentified Other 9 0 0
UM Bacillales order 1385 Bacteria 9 0 0
UM root no rank 1 Unidentified Other 9 0 0
UM root no rank 1 Unidentified Other 9 0 0
UM root no rank 1 Unidentified Other 9 0 0
UM Bacteroidota phylum 976 Bacteria 9 0 0
TP root no rank 1 Unidentified Other 0 9 0
GV Polypodiopsida class 241806 Plants 9 0 0
CI root no rank 1 Unidentified Other 0 0 9
CI Metazoa kingdom 33208 Metazoans Other 0 0 9
CI Arthropoda phylum 6656 Arthropods Other 0 0 9
BU Hexanauplia class 72037 0 0 9
UM Bacteria 2 Eubacteria Other 0 0 9
UM Caulobacterales order 204458 Bacteria 0 0 9
UM root no rank 1 Unidentified Other 0 0 9
UM Bacillota phylum 1239 Low GC Gram+ Bacteria 0 0 9
GV Viridiplantae kingdom 33090 Green plants Other 0 0 9
CI root no rank 1 Unidentified Other 0 8 0
CI Metazoa kingdom 33208 Metazoans Other 0 8 0
CI root no rank 1 Unidentified Other 0 0 8
CI Metazoa kingdom 33208 Metazoans Other 8 0 0
CI root no rank 1 Unidentified Other 8 0 0
CI root no rank 1 Unidentified Other 8 0 0
CI root no rank 1 Unidentified Other 8 0 0
CI root no rank 1 Unidentified Other 8 0 0
CI root no rank 1 Unidentified Other 8 0 0
CI root no rank 1 Unidentified Other 8 0 0
CI root no rank 1 Unidentified Other 8 0 0
CI root no rank 1 Unidentified Other 8 0 0
YG Chordata phylum 7711 Chordates Other 8 0 0
BE root no rank 1 Unidentified Other 0 8 0
BU root no rank 1 Unidentified Other 0 8 0
BU root no rank 1 Unidentified Other 8 0 0
BU Ploima order 84394 Rotifers 8 0 0
UM Bacillota phylum 1239 Low GC Gram+ Bacteria 0 8 0
UM root no rank 1 Unidentified Other 0 8 0
UM root no rank 1 Unidentified Other 0 8 0
UM root no rank 1 Unidentified Other 0 8 0
UM Bacillariophyta phylum 2836 Diatoms 8 0 0
UM root no rank 1 Unidentified Other 8 0 0
UM root no rank 1 Unidentified Other 8 0 0

ATTATCATCTAT
ATTATCAGGTA
TTTGTCTAACT
TTAGCAAAAAA
ATTAAGTAGTA
TCTATCTGACT
ACTATCATCAA
TTTAAGTGGAG
TCTCTCAGCAG
CCTGTCTAGAA Crustaceans
ATTATCAAGTG
TTTACTTATTCT
CGCCCGTCGCT
CGCCCGTCGCT
GTCGCTCCTAC
GTCGCTCCTAC
GTCAAGCCATG
GTCGCTCCTAC
GTCCACGCCCT Bacteroides-Cytophaga-Flexibacter gro
GTCCACGCTGT
GTCCACGCCGT
GTCCACGCTGT
GTCCACGCTGT
GTCCACGCCCT
GTCCTGGCCGT
GTCCTAGCCGT
GTCCTAGCTGT
GTCCACGCCAT
GTCCACGCCGT
GTCCACGCCTT
GTCCACGCCGT
GTCCACGCCGT
GTCCACGCCCT Bacteroides-Cytophaga-Flexibacter gro
ATCTTGTATTAT
ATTGACACACA
CTTAAGTGCTT
CTTATCTGCTAT
TCTTTCTGCAA
GTCGCTACTAC Crustaceans
GTCCACACTGT superkingdo
GTCCACGCCGT
GTCCACGCCCT
GTCCACGCTGT
ATTCCTGAATT
ATTAAGTGCTA
TCTATCTTCAA
TCTTTCAAGTA
AATTCCACAAA
TCTTTCAGGTA
ATTAAGTTCAA
ATTAAGTTCTG
ATTATCAAGTG
TTTAAGTAGCG
TTTATCTGGTAT
GTTATCTGGTA
CCTTTCTGGAG
TTGAGTCGGG
CGCCCGTCGCT
GTCGCTCCTAC
GTCGCTCCTAC
GTCGCTACTAC
GTCCACGCGG
GTCCTAGCTGT
GTCCACGCCCT
GTCCACGCCGT
GTCCTAGCCGT Heterokont 
GTCCTAGCCGT
GTCCTGGCCCT



UM root no rank 1 Unidentified Other 8 0 0
UM root no rank 1 Unidentified Other 8 0 0
BX root no rank 1 Unidentified Other 0 8 0
GV Streptophyta phylum 35493 Other 0 8 0
GV Streptophyta phylum 35493 Other 0 8 0
GV Magnoliopsida class 3398 Angiosperms Plants 8 0 0
WG root no rank 1 Unidentified Other 8 0 0
CI Tubulinea phylum 555369 Amoebae 0 0 8
CI root no rank 1 Unidentified Other 0 0 8
CI root no rank 1 Unidentified Other 0 0 8
CI root no rank 1 Unidentified Other 0 0 8
WV root no rank 1 Unidentified Other 0 0 8
BE root no rank 1 Unidentified Other 0 0 8
BE Chrysophyceae class 2825 Chrysomonads 0 0 8
BU Harpacticoida order 41212 0 0 8
BU Hexanauplia class 72037 0 0 8
UM Alphaproteobacteria class 28211 Bacteria 0 0 8
UM Pseudomonadota phylum 1224 Purple bacteria and relatives Bacteria 0 0 8
UM root no rank 1 Unidentified Other 0 0 8
UM Bacteroidales order 171549 Bacteria 0 0 8
UM root no rank 1 Unidentified Other 0 0 8
UM root no rank 1 Unidentified Other 0 0 8
UM Pseudomonadota phylum 1224 Purple bacteria and relatives Bacteria 0 0 8
UM Eubacteriales order 186802 Bacteria 0 0 8
CI root no rank 1 Unidentified Other 0 7 0
CI Metazoa kingdom 33208 Metazoans Other 0 7 0
CI root no rank 1 Unidentified Other 0 7 0
CI root no rank 1 Unidentified Other 0 7 0
CI root no rank 1 Unidentified Other 0 7 0
CI root no rank 1 Unidentified Other 0 7 0
CI root no rank 1 Unidentified Other 0 7 0
CI root no rank 1 Unidentified Other 0 7 0
CI Bacillariophyta phylum 2836 Diatoms 0 7 0
CI root no rank 1 Unidentified Other 0 7 0
CI root no rank 1 Unidentified Other 0 7 0
CI root no rank 1 Unidentified Other 0 7 0
CI root no rank 1 Unidentified Other 7 0 0
CI root no rank 1 Unidentified Other 7 0 0
CI root no rank 1 Unidentified Other 7 0 0
CI root no rank 1 Unidentified Other 7 0 0
CI root no rank 1 Unidentified Other 7 0 0
CI root no rank 1 Unidentified Other 7 0 0
CI Metazoa kingdom 33208 Metazoans Other 7 0 0
CI root no rank 1 Unidentified Other 7 0 0
CI Eurotatoria class 2816136 Rotifers 7 0 0
CI root no rank 1 Unidentified Other 7 0 0
CI root no rank 1 Unidentified Other 7 0 0
CI Metazoa kingdom 33208 Metazoans Other 7 0 0
CI root no rank 1 Unidentified Other 7 0 0
CI Metazoa kingdom 33208 Metazoans Other 7 0 0
CI Metazoa kingdom 33208 Metazoans Other 7 0 0
CI root no rank 1 Unidentified Other 7 0 0
CI root no rank 1 Unidentified Other 7 0 0
CI root no rank 1 Unidentified Other 7 0 0
CI root no rank 1 Unidentified Other 7 0 0
CI root no rank 1 Unidentified Other 7 0 0
CI root no rank 1 Unidentified Other 7 0 0
WV root no rank 1 Unidentified Other 7 0 0
YG Chordata phylum 7711 Chordates Other 7 0 0
BE root no rank 1 Unidentified Other 7 0 0
BE root no rank 1 Unidentified Other 7 0 0
BE Spirotrichea class 33829 Ciliates 7 0 0
BU root no rank 1 Unidentified Other 0 7 0
BU Thecofilosea class 1004930 Other 7 0 0
BU Bigyra class 2683628 7 0 0
UM Verrucomicrobiota phylum 74201 Bacteria 0 7 0
UM root no rank 1 Unidentified Other 0 7 0
UM Gammaproteobacteria class 1236 Bacteria 0 7 0

GTCCTAGCCGT
GTCCACGCCCT
CAAAGATTAAG
ATTGTCGAAAC
AGAACCGAGT
ATTGTCGAAAC
GCATAGCCCCC
TTTAAGTGGTA
ATTATCTAGTAT
ACTTTCAAGTG
ACTAAGTAGTG
TTTATTTTGTAC
CGCCCGTCGCA
CGCCCGTCGCA Heterokont 
GTCGCTACTAC Crustaceans
GTCGCTACTAC Crustaceans
GTCCACGCCGT
GTCCACGCCGT
GTCCACACTGT
GTCCACGCAG
GTCCTGGCCCT
GTCCACGCTGT
GTCCACGCCGT
GTCCACGCCGT
TTTATCAGCAA
CTCTCCACTAA
ATTAGCAAGTG
TTTATCAGGTA
ATTATCATCAAT
TCTAGCAAGCG
TTTATCTGGTG
TTTAAGTTCAA
TCTTTCAGGTA Heterokont 
ATTAAGTACAA
TTTAAGTAGTG
ATTAAGTAGTA
TTTAAGTTCTA
TCTGAGTAGTG
ATTATCGGGTA
TTTGTCAAGTG
TTTATCTAGTG
TTTATCTAGTG
TTTAGCAGGAA
TTTGAGTAGTG
TTTGTCTAATT
TCTTTCTGGTA
ATTATCTAGCAT
CAAGACATCCT
TCTTTCGTCAG
CTATCTGGGAT
ATTATCTAATAA
TTTAAGTGGTA
CTTATCTAGTG
ATTATCTAGCG
TCTTTCAGGTG
ATTAGCTGGAA
TTTAAGTAGTG
TTCACCTCAAA
CCCCGACGCCT
CGCCCGTCGCT
CGCCCGTCGCT
CGCCCGTCGCT
GTCGCTCCTAC
GTCGCTACTAC
GTCGCACCTAC Heterokont 
GTCCCGGCAG
GTCCATGCTGT
GTCCACGCTGT



UM root no rank 1 Unidentified Other 0 7 0
UM Bacteroidota phylum 976 Bacteria 0 7 0
UM root no rank 1 Unidentified Other 0 7 0
UM Bacteria 2 Eubacteria Other 7 0 0
UM Pseudomonadota phylum 1224 Purple bacteria and relatives Bacteria 7 0 0
UM root no rank 1 Unidentified Other 7 0 0
UM Gammaproteobacteria class 1236 Bacteria 7 0 0
UM Pseudomonadota phylum 1224 Purple bacteria and relatives Bacteria 7 0 0
WG root no rank 1 Unidentified Other 7 0 0
WG root no rank 1 Unidentified Other 7 0 0
CI root no rank 1 Unidentified Other 0 0 7
CI root no rank 1 Unidentified Other 0 0 7
CI root no rank 1 Unidentified Other 0 0 7
CI root no rank 1 Unidentified Other 0 0 7
CI root no rank 1 Unidentified Other 0 0 7
CI root no rank 1 Unidentified Other 0 0 7
CI root no rank 1 Unidentified Other 0 0 7
CI root no rank 1 Unidentified Other 0 0 7
CI Bacillariophyta phylum 2836 Diatoms 0 0 7
WV Metazoa kingdom 33208 Metazoans Other 0 0 7
BU Pseudomonadota phylum 1224 Purple bacteria and relatives Bacteria 0 0 7
TP root no rank 1 Unidentified Other 0 0 7
CI Metazoa kingdom 33208 Metazoans Other 0 6 0
CI root no rank 1 Unidentified Other 0 6 0
CI root no rank 1 Unidentified Other 0 6 0
CI root no rank 1 Unidentified Other 0 6 0
CI root no rank 1 Unidentified Other 0 6 0
CI Metazoa kingdom 33208 Metazoans Other 0 6 0
CI root no rank 1 Unidentified Other 0 6 0
CI Batrachospermales order 31370 Red alga Red algae 0 6 0
CI root no rank 1 Unidentified Other 0 6 0
CI root no rank 1 Unidentified Other 0 6 0
CI root no rank 1 Unidentified Other 0 6 0
CI root no rank 1 Unidentified Other 0 0 6
CI root no rank 1 Unidentified Other 6 0 0
CI root no rank 1 Unidentified Other 6 0 0
CI root no rank 1 Unidentified Other 6 0 0
CI root no rank 1 Unidentified Other 6 0 0
CI root no rank 1 Unidentified Other 6 0 0
CI root no rank 1 Unidentified Other 6 0 0
CI root no rank 1 Unidentified Other 6 0 0
CI root no rank 1 Unidentified Other 6 0 0
CI Metazoa kingdom 33208 Metazoans Other 6 0 0
CI root no rank 1 Unidentified Other 6 0 0
CI root no rank 1 Unidentified Other 6 0 0
CI Metazoa kingdom 33208 Metazoans Other 6 0 0
CI Metazoa kingdom 33208 Metazoans Other 6 0 0
CI root no rank 1 Unidentified Other 6 0 0
CI root no rank 1 Unidentified Other 6 0 0
CI root no rank 1 Unidentified Other 6 0 0
CI root no rank 1 Unidentified Other 6 0 0
CI root no rank 1 Unidentified Other 6 0 0
CI root no rank 1 Unidentified Other 6 0 0
CI root no rank 1 Unidentified Other 6 0 0
WV Metazoa kingdom 33208 Metazoans Other 6 0 0
BE Spirotrichea class 33829 Ciliates 0 6 0
BE Collembola class 30001 Snow fleas Other 6 0 0
BE root no rank 1 Unidentified Other 6 0 0
BU Oomycota phylum 4762 0 6 0
BU Bacillariophyceae class 33849 Raphid; pennate diatoms Diatoms 6 0 0
BU Pseudomonadota phylum 1224 Purple bacteria and relatives Bacteria 6 0 0
BU root no rank 1 Unidentified Other 6 0 0
BU Metazoa kingdom 33208 Metazoans Other 6 0 0
BU root no rank 1 Unidentified Other 6 0 0
BU unclassified Chaetoceros no rank 1082658 Diatoms 6 0 0
UM Pseudomonadota phylum 1224 Purple bacteria and relatives Bacteria 0 6 0
UM Bacteroidota phylum 976 Bacteria 0 6 0
UM root no rank 1 Unidentified Other 0 6 0

GTCCTAGCCCT
GTCCACGCCCT Bacteroides-Cytophaga-Flexibacter gro
GTCCTAGCCCT
GTCCATGCCAT superkingdo
GTCCACGCCGT
GTCTACACCGT
GTCCACGCCTT
GTCCACGCCGT
CATCGAGCTTA
TGAGACGTGC
ATTAGCTAGTG
ATTAAGTTCTA
ATTATCAGGTA
ACTTTCTAGCA
TTTAAGTAGTA
GTATTTTATGTC
ATTAGCTAGCG
ATTATCAGGGA
ATTATCAACTAT Heterokont 
TTAACTATAATT
GTCACACCATG
ATCTTGTATTAC
GTTAAGTACAG
GTTATCAGGTA
GTTATCAGGCA
GTTATCAGGAA
ATTAGCTAGTG
TTTGTCTTCTA
TGCACAACCCT
TCTTAGTGCTA
ATTAAGTACAA
TTTAAGTTCTA
ATTATCTGGAG
ATTAAGTTCAG
ATTATCAGGGA
TTTATCAAGTG
TCTTTCTGGTA
TTTAGCTAGTA
ATTGTCTGGTG
ATTATCCAGTAT
ATTGTCAGGTA
TTTAAGTAGTG
ACTATCATCTAA
CTCAGTAAAAA
TCTTTCTGGAA
ACTAGCAAGTA
ATTATCTGGTAT
GTTATCGAGTG
GTTATCAGGTA
ATTAAGTAGTA
ACTTTCTAGTG
TCTTTCAAGCT
TTTATCAGGTA
CACTTTCCAGT
TTTGCTCTGCA
CGCCCGTCGCT
CGCCCGTCGCT
CGCCCGTCGCT
GTCGCACCTAC Heterokont 
GTCGCACCTAC
GTCACACCATG
GTCGCTCCTAC
GTCGCTACTAC
GTCGCTCCTAC
GTCGCACCTAC
GTCCACGCCGT
GTCCACACCGT Bacteroides-Cytophaga-Flexibacter gro
GTCCGCACTGT



UM Pseudomonadota phylum 1224 Purple bacteria and relatives Bacteria 0 6 0
UM Bacteria 2 Eubacteria Other 6 0 0
UM root no rank 1 Unidentified Other 6 0 0
UM root no rank 1 Unidentified Other 6 0 0
UM root no rank 1 Unidentified Other 6 0 0
UM root no rank 1 Unidentified Other 6 0 0
UM root no rank 1 Unidentified Other 6 0 0
GV Viridiplantae kingdom 33090 Green plants Other 6 0 0
WG root no rank 1 Unidentified Other 6 0 0
WG root no rank 1 Unidentified Other 6 0 0
WG root no rank 1 Unidentified Other 6 0 0
WG root no rank 1 Unidentified Other 6 0 0
WG root no rank 1 Unidentified Other 6 0 0
CI Metazoa kingdom 33208 Metazoans Other 0 0 6
CI root no rank 1 Unidentified Other 0 0 6
CI Metazoa kingdom 33208 Metazoans Other 0 0 6
CI root no rank 1 Unidentified Other 0 0 6
CI root no rank 1 Unidentified Other 0 0 6
CI Metazoa kingdom 33208 Metazoans Other 0 0 6
CI root no rank 1 Unidentified Other 0 0 6
CI root no rank 1 Unidentified Other 0 0 6
CI Metazoa kingdom 33208 Metazoans Other 0 0 6
CI Metazoa kingdom 33208 Metazoans Other 0 0 6
WV Metazoa kingdom 33208 Metazoans Other 0 0 6
BE Ploima order 84394 Rotifers 0 0 6
BU Mamiellophyceae class 1035538 Green algae 0 0 6
BU Alphaproteobacteria class 28211 Bacteria 0 0 6
BU root no rank 1 Unidentified Other 0 0 6
BU Kinetoplastea class 5653 Kinetoplastids Other 0 0 6
BU root no rank 1 Unidentified Other 0 0 6
UM Bacteroidota phylum 976 Bacteria 0 0 6
UM root no rank 1 Unidentified Other 0 0 6
UM root no rank 1 Unidentified Other 0 0 6
UM root no rank 1 Unidentified Other 0 0 6
CI root no rank 1 Unidentified Other 0 5 0
CI root no rank 1 Unidentified Other 0 5 0
CI root no rank 1 Unidentified Other 0 5 0
CI root no rank 1 Unidentified Other 0 5 0
CI root no rank 1 Unidentified Other 0 5 0
CI root no rank 1 Unidentified Other 0 5 0
CI root no rank 1 Unidentified Other 0 5 0
CI Lepidoptera order 7088 Butterflies and moths Insects 0 5 0
CI root no rank 1 Unidentified Other 0 5 0
CI root no rank 1 Unidentified Other 0 5 0
CI root no rank 1 Unidentified Other 0 0 5
CI root no rank 1 Unidentified Other 0 0 5
CI root no rank 1 Unidentified Other 0 5 0
CI Metazoa kingdom 33208 Metazoans Other 0 5 0
CI Metazoa kingdom 33208 Metazoans Other 0 5 0
CI Metazoa kingdom 33208 Metazoans Other 0 5 0
CI Metazoa kingdom 33208 Metazoans Other 0 5 0
CI Metazoa kingdom 33208 Metazoans Other 0 5 0
CI root no rank 1 Unidentified Other 5 0 0
CI root no rank 1 Unidentified Other 5 0 0
CI root no rank 1 Unidentified Other 5 0 0
CI Metazoa kingdom 33208 Metazoans Other 5 0 0
CI root no rank 1 Unidentified Other 5 0 0
CI root no rank 1 Unidentified Other 5 0 0
CI Metazoa kingdom 33208 Metazoans Other 5 0 0
CI root no rank 1 Unidentified Other 5 0 0
CI root no rank 1 Unidentified Other 5 0 0
CI root no rank 1 Unidentified Other 5 0 0
CI root no rank 1 Unidentified Other 5 0 0
CI root no rank 1 Unidentified Other 5 0 0
CI root no rank 1 Unidentified Other 5 0 0
CI Metazoa kingdom 33208 Metazoans Other 5 0 0
CI Metazoa kingdom 33208 Metazoans Other 5 0 0
CI root no rank 1 Unidentified Other 5 0 0

GTCCACGCCGT
GTCCACGCCGT superkingdo
GTCCACGCAG
GTCCTAACCGT
GTCCACGCCGT
GTCCACACCGT
GTCCTAGCCTT
ATTCCTGAATT
CGCCGGCGAC
TTTTGAGCTTG
TACAAAACTTA
CGGTGAGCTT
CGTGGAGAAT
TTTAGCATCTAT
ATTAGCTAGCG
ATTGTCATCAT
ATTAAGTAGTG
ATTATCTAGTAT
TCTATCCGGAG
GCTAAGCACAA
GTTAAGTAGTG
TTTGGCTGGCA
ACTGTCTGGGA
TCGCCAAAGC
CGCCCGTCGCT
GTCGCTCCTAC
GTCACACCATG
GTCGCACCTAC
GTCGTTGTTTC
GTCAAGCCAC
GTCCGCACAG Bacteroides-Cytophaga-Flexibacter gro
GTCCACGCCGT
GTCCTAGCCCT
GTCCACGCCGT
ACTAAGCGGT
TCTAAGTGCTA
TTTAAGTAGTA
TTTAAGTGCAA
GTTAAGTGGTA
TTTAAGTGGTA
ATTATCAAGTG
ACTTTCATCTA
TTAAGTAGCAC
TTTATCAGGTA
ATTAAGCAGTA
TTTAGCAGGTA
ATTATCAGCTAT
ATTAAGTGGGC
TCTAGCAAGAA
TTTATCAAGAA
TCTTCCTCAGC
TCTCCACTAAC
ATTATCTGGTAT
ACTTTCAGGTA
GTTATCAGGTG
TTGAGAGGAA
ACTTTCAGGAA
TCTTGCAGGTA
TCTATCTGGGA
GGAATATTGCT
TCTTGCTGGAA
TTTAGCATCTG
ATTATCATCAAT
ATTAAGTAGTG
TTTAGCTAGTG
CTTAAGTAGGC
AATAATAGTTAT
ATTAGCAGGTA



CI root no rank 1 Unidentified Other 5 0 0
CI root no rank 1 Unidentified Other 5 0 0
CI root no rank 1 Unidentified Other 5 0 0
CI root no rank 1 Unidentified Other 5 0 0
CI root no rank 1 Unidentified Other 5 0 0
CI root no rank 1 Unidentified Other 5 0 0
CI root no rank 1 Unidentified Other 5 0 0
CI root no rank 1 Unidentified Other 5 0 0
CI root no rank 1 Unidentified Other 5 0 0
CI root no rank 1 Unidentified Other 5 0 0
CI root no rank 1 Unidentified Other 5 0 0
CI root no rank 1 Unidentified Other 5 0 0
CI root no rank 1 Unidentified Other 5 0 0
CI Metazoa kingdom 33208 Metazoans Other 5 0 0
CI Metazoa kingdom 33208 Metazoans Other 5 0 0
CI root no rank 1 Unidentified Other 5 0 0
WV Metazoa kingdom 33208 Metazoans Other 5 0 0
BE Kinetoplastea class 5653 Kinetoplastids Other 5 0 0
BE Spirotrichea class 33829 Ciliates 5 0 0
BE Metazoa kingdom 33208 Metazoans Other 5 0 0
BU root no rank 1 Unidentified Other 0 5 0
BU root no rank 1 Unidentified Other 5 0 0
BU Metazoa kingdom 33208 Metazoans Other 5 0 0
UM root no rank 1 Unidentified Other 0 5 0
UM Bacteroidota phylum 976 Bacteria 0 5 0
UM root no rank 1 Unidentified Other 0 5 0
UM Bacteroidota phylum 976 Bacteria 0 5 0
UM root no rank 1 Unidentified Other 0 5 0
UM root no rank 1 Unidentified Other 0 5 0
UM root no rank 1 Unidentified Other 0 5 0
UM root no rank 1 Unidentified Other 0 5 0
UM root no rank 1 Unidentified Other 0 5 0
UM root no rank 1 Unidentified Other 0 5 0
UM Bacillariophyta phylum 2836 Diatoms 0 5 0
UM root no rank 1 Unidentified Other 0 5 0
UM root no rank 1 Unidentified Other 0 5 0
UM Verrucomicrobiales order 48461 Bacteria 5 0 0
UM root no rank 1 Unidentified Other 5 0 0
UM root no rank 1 Unidentified Other 5 0 0
UM root no rank 1 Unidentified Other 5 0 0
UM root no rank 1 Unidentified Other 5 0 0
UM Pseudomonadota phylum 1224 Purple bacteria and relatives Bacteria 5 0 0
UM root no rank 1 Unidentified Other 5 0 0
UM Acidobacteriota phylum 57723 Bacteria 5 0 0
UM root no rank 1 Unidentified Other 5 0 0
UM root no rank 1 Unidentified Other 5 0 0
UM root no rank 1 Unidentified Other 5 0 0
UM root no rank 1 Unidentified Other 5 0 0
UM root no rank 1 Unidentified Other 5 0 0
UM root no rank 1 Unidentified Other 5 0 0
BX Magnoliopsida class 3398 Angiosperms Plants 5 0 0
GV Magnoliopsida class 3398 Angiosperms Plants 0 5 0
GV Mesangiospermae clade 1437183 Plants 5 0 0
GV Magnoliopsida class 3398 Angiosperms Plants 5 0 0
WG root no rank 1 Unidentified Other 0 0 5
WG root no rank 1 Unidentified Other 5 0 0
WG root no rank 1 Unidentified Other 5 0 0
CI root no rank 1 Unidentified Other 0 0 5
CI root no rank 1 Unidentified Other 0 0 5
CI root no rank 1 Unidentified Other 0 0 5
CI root no rank 1 Unidentified Other 0 0 5
CI root no rank 1 Unidentified Other 0 0 5
CI root no rank 1 Unidentified Other 0 0 5
CI root no rank 1 Unidentified Other 0 0 5
CI root no rank 1 Unidentified Other 0 0 5
CI root no rank 1 Unidentified Other 0 0 5
CI root no rank 1 Unidentified Other 0 0 5
CI Lepidoptera order 7088 Butterflies and moths Insects 0 0 5

TTTAAGCAGTG
ACTTTCCACTA
TCTAGCAGGG
GTTGTCTAGTG
ATTATCTGGTAT
ATTATCAAGTA
TCTTTCAAGTG
TTTAAGTAGTT
TCTATCAGCTAT
TCTTTCAGGAA
ATTATCGGGTA
CACTTTCAGGT
TTTATCCTCTAA
ATTAGCCGGTA
CCTATCCTCTCA
ATTAAGTAGTA
TCTGAATCGCG
CGCCCGTCGTT
CGCCCGTCGCT
CGCCCGTCGCT
GTCGCTCCTAC
GTCGCTACTAC
GTCGCTACTAC
TTCCTAACCGT
GTCCGCGCCG Bacteroides-Cytophaga-Flexibacter gro
GTCCACGCCGT
GTCCACGCCGT Bacteroides-Cytophaga-Flexibacter gro
GTCCACGCCGT
GTCCTAGCCGT
GTCCACGCCGT
GTCCACGCCCT
GTCCTGGCCCT
GTCCACGCCGT
GTCCTAGCCGT Heterokont 
GTCCACGCCCT
GTCCACGCCGT
GTCCTGGCAG
GTGACGTGCC
GTCCACGCCGT
GTCTACACTGT
GTCCTAGCCGT
GTCCACGCTGT
GTCCACGCTGT
GTCCTAGCCCT
GTCCACGCCCT
GTCCATGCCGT
GTCCACGCCGT
GTCCACGCCGT
GTCCACGCCGT
GTCCACGCCGT
CAAAGATTAAG
ATTGTCGAGAC
ATTGTCGAAAC
ATTGTCGATGC
TATAAAACTTA
GTCCGATCGTC
CATAAAACTTA
ACTATCTGGTG
ATTATCTGGCA
TTTAAGTGGTA
TTTAGCTAGTG
ATTATCTGGTT
TTTAAGTGGTA
TTTAGCTTCAA
TTTATCAGGTA
TTTATCGCTGC
ACTTTCTGGAA
TCTATCTTCTAA



CI root no rank 1 Unidentified Other 0 0 5
CI Metazoa kingdom 33208 Metazoans Other 0 0 5
CI Metazoa kingdom 33208 Metazoans Other 0 0 5
CI Metazoa kingdom 33208 Metazoans Other 0 0 5
WV Metazoa kingdom 33208 Metazoans Other 0 0 5
BE Hexanauplia class 72037 0 0 5
BU Tetrahymenina suborder 37093 Ciliates Ciliates 0 0 5
BU root no rank 1 Unidentified Other 0 0 5
BU Verrucomicrobiota phylum 74201 Bacteria 0 0 5
BU Bigyra class 2683628 0 0 5
BU root no rank 1 Unidentified Other 0 0 5
BU root no rank 1 Unidentified Other 0 0 5
BU Viridiplantae kingdom 33090 Green plants Other 0 0 5
UM root no rank 1 Unidentified Other 0 0 5
UM root no rank 1 Unidentified Other 0 0 5
UM root no rank 1 Unidentified Other 0 0 5
UM Bacteroidota phylum 976 Bacteria 0 0 5
UM Bacteroidota phylum 976 Bacteria 0 0 5
UM root no rank 1 Unidentified Other 0 0 5
UM root no rank 1 Unidentified Other 0 0 5
BX root no rank 1 Unidentified Other 0 0 5
WG root no rank 1 Unidentified Other 0 0 5
WG root no rank 1 Unidentified Other 0 0 5

TTTAAGTACTA
TTTATCTGCTAT
CCTATCTTCTAG
ACTTTCTTCTAT
GTTGCGGCGG
CGCCCGTCGCT Crustaceans
GTCGCTTGTAG
GTCACATCATG
GTCACATCATG
GTCGCACCTAC Heterokont 
GTCGCTCCTAC
GTCGCACCTAC
GTCGCTACTAC
GTCCTGGCTGT
GTCCACGCCGT
GTCCTAGCTGT
GTCCACGCCCT Bacteroides-Cytophaga-Flexibacter gro
GTCCACACTGT Bacteroides-Cytophaga-Flexibacter gro
GTCCACGCCGT
GTCCACGCTGT
CAAAGATTAAG
TGCCGTCGTCT
TGGCCGTCGAT


